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Human epidemiological studies have indicated that the risk of developing non-communicable
diseases in later life may be related to exposures during the developmental period. Develop-
mental life is a vulnerable period of the lifespan during which adverse environmental factors
have the potential to disturb the processes of cell proliferation and differentiation or to alter
patterns of epigenetic remodelling. Animal models have been instrumental in demonstrating the
biological plausibility of the associations observed in human populations, providing proof of
principle to the theory of the developmental origins of health and disease (DOHaD). A variety
of large- and small-animal models have made important contributions to the field, providing
strong evidence of a causal relationship between early-life exposures and metabolic risk factors
in later life. Studies of animal models are continuing to contribute to improving the under-
standing of the mechanisms of the developmental origins of disease. All models have their
advantages and disadvantages, and the model that is most appropriate for any particular study is
hypotheses dependent. The present review aims to briefly summarise the contributions that
animal models have made to the DOHaD field, before reviewing the strengths and weaknesses
of these animal models. It is proposed that the integration of evidence from a variety of
different models is required for the advancement of understanding within the field.

Programming: Nutrition: Animal models

Background to the developmental origins of disease

Chronic diseases such as CVD, cancer and diabetes are the
leading cause of mortality worldwide, accounting for 60%
of all deaths(1). Disease outcomes represent an interaction
between genetic background and a variety of lifestyle and
environmental factors that act across the lifespan. Devel-
opmental life is a vulnerable period of the lifespan during
which adverse environmental factors have the potential to
disturb the processes of cell proliferation and differen-
tiation or to alter patterns of epigenetic remodelling. In this

way, environmental factors acting during critical periods of
development may result in irreversible changes in tissue
structure, gene expression patterns and physiological func-
tion, thus altering the risk of disease in later life.

Evidence from human populations

Human epidemiological studies have provided evidence to
support the theory of the developmental origins of health
and disease (DOHaD). Data obtained from historical
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cohorts have demonstrated associations between early-life
factors and a range of diseases in adulthood. Amongst men
and women born in Hertfordshire (UK) between 1911 and
1931 it was reported that the risk of CHD mortality, blood
pressure and type 2 diabetes is greater in those who are of
lower birth weight(2–4). Subsequently, a variety of studies
have demonstrated similar associations between anthro-
pometric measures at birth and risk of disease in later
life(5–9). A recent systematic review of such studies has
demonstrated a 25% decrease in diabetes risk for every
1 kg increase in weight at birth(10). Despite concerns about
the use of anthropometric measures at birth as a proxy for
maternal nutrient status, it has been suggested that mater-
nal nutrition is the primary factor influencing fetal devel-
opment and postnatal disease risk. Some studies have
considered the direct associations between maternal nutri-
tional status during pregnancy and disease risk in later life,
many focusing on data from offspring born to mothers
exposed to dietary restriction during the Second World
War Dutch famine. Individuals who were in utero at the
time of the famine were shown to have greater risk of
obesity, glucose intolerance, hypertension and CHD than
individuals born before and after the famine, with the
timing of the exposure being crucial(11–13). In studies of
more contemporary populations blood pressure during
childhood has been shown to be related to maternal Hb and
body fatness during pregnancy(14). Similarly, blood pres-
sure in adult men has been shown to be positively related
to maternal intakes of animal protein and inversely related
to maternal intakes of carbohydrate(15). In the USA blood
pressure in infants was shown to be related to maternal Ca
intake in pregnancy(16).

Although the human epidemiological studies are highly
supportive of an association between maternal nutrition
and postnatal disease risk, concerns have inevitably been
raised about failures to adequately adjust for confounding
factors and about the possibility of publication bias. Im-
portantly, the use of anthropometric markers at birth as a
marker for maternal nutrient status has been questioned.
The link between maternal nutrition and fetal growth in
well-nourished human populations is conflicting. Low
intakes of animal protein in late gestation and high intakes
of sucrose in early gestation have been reported to be
associated with reduced birth weight and placental
weight(17). However, other studies have shown little or no
association between maternal nutrient intakes and infant
birth weight(18,19). Ongoing prospective studies, such as the
Southampton Women’s Survey(20), are more directly inves-
tigating the association between maternal diet and post-
natal health outcomes. However, experimental models are
likely to remain necessary for investigating the causality of
the associations observed and the underlying mechanisms
and for the initial design of interventions.

The use of animal models

When designed within the context of evidence obtained
from human populations, animal models are able to test
specific hypotheses whilst overcoming the major limita-
tions of epidemiological study designs. The use of animal
models enables a strong level of control over confounding

factors, the measurement of invasive end points and the
characterisation of downstream events across the full life-
span and into subsequent generations. Animal models have
been absolutely instrumental in demonstrating the biologi-
cal plausibility of the associations observed in human
populations, providing proof of principle to the theory of
the DOHaD. A variety of large (e.g. sheep and pig) and
small (e.g. mouse, rat and guinea-pig) animal models have
made important contributions to the field, providing strong
evidence of a causal relationship between early-life expo-
sures and metabolic risk factors in later life. Much of the
early research published in this field has been descrip-
tive in nature, focusing on characterising the postnatal
phenotypes associated with early-life interventions. These
phenotypes have been essential in demonstrating proof of
principle and developing suitable models of the human
situation. Attention has since turned to identifying the
mechanisms underlying the relationships observed and to
the design of appropriate interventions.

Whilst some researchers will argue an overarching sup-
eriority of one model over another, there is a need for a
more balanced realisation within the research community
that the model that is most appropriate for any particular
study is hypotheses dependent. All models have their ad-
vantages and disadvantages, which must be accounted for
during experimental design and interpretation. The present
review aims to briefly summarise the contributions that
animal models have made to the DOHaD field, before re-
viewing the strengths and weaknesses of the animal models
currently available. It is proposed that the integration of
evidence from a variety of different models is required for
the advancement of understanding within the field.

Animal models: contributions to the field

A full review of the literature from animal models that
have contributed to proof of principle of the DOHaD con-
cept and informed current understanding of the underlying
mechanisms is outside the scope of the present review, but
a selection of the studies that have contributed to this litera-
ture will be outlined. Several excellent and more extensive
reviews are available elsewhere(21–25).

Proof of principle

Within the context of the developmental origins of chronic
disease, studies of nutritional programming using small-
animal models have been ongoing since the early 1990s.
The notion that interventions during critical periods of
development could have permanent effects on long-term
organ structure and function was not new, however, and
the plasticity of tissues during the developmental period
had previously been demonstrated using small-animal
models. Treatment of newborn female rats with testoster-
one during the first few days of life, for example, had been
shown to remodel the regions of the hypothalamus that
control reproductive function, permanently rendering the
treated animals sterile(26). It was the rapidly-emerging
human epidemiological evidence of associations between
fetal growth restriction and postnatal CVD in the late

Animal models of developmental programming 307

P
ro
ce
ed
in
gs

o
f
th
e
N
u
tr
it
io
n
So

ci
et
y

https://doi.org/10.1017/S0029665109001396 Published online by Cambridge University Press

https://doi.org/10.1017/S0029665109001396


1980s and early 1990s(2–4) that marked a new era in the
study of developmental programming. The quick gener-
ation time and relatively inexpensive costs of small-animal
models make them ideal for testing proof of principle, i.e.
demonstrating that factors acting during critical periods of
development can have long-term consequences on post-
natal physiological function and health status. A variety of
models have been used to demonstrate that the associations
observed in human epidemiological studies can be repli-
cated under experimental conditions (Fig. 1). For example,
protein restriction(27) and global nutrient restriction(28) in
rats and uterine ligation in rats and guinea-pigs(29,30) were
shown to restrict fetal growth and induce raised blood
pressure in the offspring in postnatal life. More recently,
Fe restriction(31) and high-fat feeding(32) during pregnancy
in rats have also been shown to have similar effects on
offspring blood pressure. Other outcomes associated with
maternal nutrient restriction include effects on the fetal
endocrine pancreas(33), altered muscle development(34),
increased propensity for fat deposition during postnatal
life(35,36), renal function(37,38) and altered offspring insulin
sensitivity(39,40). Importantly, these studies have demon-
strated a direct effect of maternal nutrition on postnatal
physiology and disease risk. Programming events occur-
ring in response to alterations in maternal diet often occur
without impacting on fetal size at birth, indicating that
fetal growth restriction is not necessarily a component of
the causal pathway between prenatal dietary exposures and
postnatal outcomes.

Furthermore, the concept of nutritional programming
was not new to the field of animal science and production.
Proof of principle had already been demonstrated by in-
vestigating the impact of altered maternal nutrition or fetal
growth restriction in large-animal species on offspring out-
comes related to commercial benefits, including effects on

offspring survival and growth rates, meat and fleece quality
and reproductive function(41–46). Such findings had relev-
ance to the findings from the human epidemiological
literature, particularly in relation to the impact of altered
growth rates and muscle development on body composi-
tion and metabolic regulation in later life. In addition, the
sheep had long been used as a model of fetal physiology,
for reasons outlined later in the present review. Large-
animal experimental paradigms with the potential to model
the associations observed in human epidemiological
studies were therefore readily available and became
established within the literature by the late 1990s. Many
studies have focused on the effects of reduced fetal nutrient
delivery (by altering maternal diet, restricting placental
growth or taking advantage of natural variation in birth
size within litters), maternal body weight and composition
and dexamethasone administration on fetal and placental
development(47–53). Similarly to small-animal models,
although prohibited somewhat by the cost of long-term
follow-up, large-animal models have also been used to
investigate the long-term consequences of an altered pre-
natal environment. The offspring of sheep exposed to glo-
bal nutrient restriction during early-to-mid pregnancy have
been shown to exhibit increased blood pressure in some
studies(54–56), but not others(57,58). The timing of nutrient
restriction varies between the first 30 d of pregnancy v. 30–
80 d of pregnancy and could well explain the different
blood pressure outcomes between studies. In pigs blood
pressure at 3 months of age has been show to be negatively
associated with birth weight(59), which is also associated
with increased responsiveness of the hypothalamic–
pituitary–adrenal axis to adrenocorticotropic hormone and
insulin-induced hypoglycaemia(60). Maternal nutrient re-
striction or fetal growth restriction have also been shown to
be related to postnatal glucose homeostasis and insulin
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sensitivity in the pig and sheep(61–64), with a study in sheep
suggesting that the capacity of b-cells to achieve com-
pensatory increases in mass and function with ageing is
impaired by exposure to an adverse fetal environment(64).

These experimental studies, amongst many others, have
been critical in providing strong evidence of a causal re-
lationship between maternal diet and postnatal disease risk.
Importantly, long-term effects are observed across a
number of species and in response to a range of physio-
logically-relevant factors, giving further support to the
translation of the findings to the human situation. It must
be noted, however, that the evidence of specific associ-
ations is not always consistent, perhaps reflecting differ-
ences in the species or strains of animals used and the
composition of experimental diets(21,65). There is also a
clear interaction between prenatal exposures and postnatal
environment, with some developmentally-programmed
outcomes not becoming apparent unless the offspring are
followed into the ageing period(66,67) or challenged in
postnatal life(68–70), perhaps as a result of a mismatch
between prenatal and postnatal diets(71).

Mechanisms of developmental programming

Small-animal models have been used extensively to
investigate the mechanisms underlying the DOHaD. Their
quick generation time and relatively inexpensive costs,
together with the excellent availability of molecular tools

for the mouse and rat, make them a useful model for test-
ing specific hypotheses relating to biological mechanisms.
Despite the time and cost constraints of large-animal
models, sheep in particular have also been used to inves-
tigate the mechanisms that generate physiological changes
in response to an altered maternal environment. Together,
these studies have given rise to a number of general and
interrelated mechanistic concepts (Fig. 2), which will be
outlined.

Many animal studies have focused on identifying:
(1) changes in physiological function that are associated
with increased disease risk, e.g. altered cardiovascular
function, renal function or insulin sensitivity; (2) alter-
ations in expression and activity of the systems regulating
such physiological function, e.g. the activity of the renin–
angiotensin system or insulin signalling pathways. There
has been a wealth of literature published within these two
interrelated themes, which contribute greatly to the current
understanding of the developmental origins of disease.
However, the true initiating mechanisms by which ma-
ternal diet impacts on long-term physiology and health
remain poorly understood; how do environmental factors
act during development to have such long-term effects on
metabolic regulatory systems? Changes in the expression
or activity of regulatory systems observed during post-
natal life could simply be secondary to the observed pro-
grammed phenotype, perhaps mediating its progression.
After all, it is inevitable that tissues exhibiting altered
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Fig. 2. A summary of current general concepts relating to the mechanisms underlying the

developmental origins of health and disease. A variety of factors can act during fetal and early

life to impact on tissues that are undergoing critical periods of development. This interaction

may lead to altered tissue structure and/or altered patterns of epigenetic markers. These out-

comes would be expected to impact on long-term gene expression patterns and physiological

function, and thus health status in later life.
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physiological function, be it increased glomerular filtration
rates in the kidney or insulin sensitivity in the muscle, for
example, will also exhibit altered patterns of gene and pro-
tein expression. Alternatively, the changes in expression
or activity observed may actually be drivers of the pro-
grammed phenotype. At present, theory suggests that such
drivers could arise from the developmental period as a result
of the impact of maternal diet on processes determining
tissue structure or the pattern of epigenetic markers set down
during the reprogramming of the embryonic genome.
The impact of maternal diet on tissue structure. Sev-

eral models have demonstrated a reduction in cell number
or a change in the balance of cell types within tissues,
which may account for their altered gene expression and
physiological function. A reduction in nephron number, for
example, has been observed in response to a prenatal low-
protein diet in the rat(38,72,73) and mouse(74) and in uterine-
ligation models in the guinea-pig(75) and rabbit(76). A
reduction in nephron number has also been observed in
offspring of sheep exposed to reduced nutrition during
early-to-mid gestation(77,78). It has been proposed that a
nephron deficit may predispose to an accelerated age-
related decline in renal function and the onset of hyper-
tension(79). Similarly, in the pancreas a low-protein diet in
the rat has been shown to reduce total pancreatic weight,
islet cell mass and the relative contribution of b-cells to the
islets(33,80,81), perhaps as a result of an altered balance of
precursor cells during development that contribute to the
a- and b-cell lineages(82). Such structural changes within
the pancreas may contribute to the subsequent impaired
glucose homeostasis(40). Maternal undernutrition during the
critical proliferative period for muscle fibre development
has also been shown to affect the numbers of secondary
muscle fibres in the young offspring of a variety of species,
including rats, guinea-pigs, sheep and pigs(46). However,
the long-term consequences remain unclear, as studies of
adult offspring are limited and suggest that offspring have
been able to compensate for the effects observed earlier
in life(46). In the brain a low-protein diet during pregnancy
in the rat results in a reduced density of capillaries within
the cerebral cortex(83) and lower densities of neurons ex-
pressing appetite regulatory systems(84). Together these
studies demonstrate that maternal diet can impact on the
key processes of proliferation and differentiation, in a way
that could drive disrupted physiology in later life.
Epigenetic programming. The term epigenetics has

been defined as the study of heritable changes in genome
function that occur without alterations to the DNA se-
quence(85). Within DOHaD the study of epigenetic mech-
anisms that have the potential to link the intrauterine
environment to postnatal outcomes is relatively ‘young’.
However, researchers within the field have harnessed the
techniques available to determine whether maternal diet
can influence the patterns of epigenetic markers within the
genome, thus providing a mechanism by which maternal
diet can permanently affect gene expression patterns(86).
Early evidence is emerging from small- and large-animal
models that early-life nutrition may impact on both
methylation and histone acetylation. Hypomethylation of
the genes encoding the PPARa and glucocorticoid recep-
tors has been demonstrated in the livers of rats exposed to

a low-protein diet during pregnancy, which is associated
with increased expression of both genes(87). Low-protein
offspring also exhibit changes in histone acetylation of the
glucocorticoid receptor promoter that would further facili-
tate transcription. Hypomethylation of the proximal pro-
moter of the type 1b angiotensin receptor has also been
observed in the adrenal glands of low-protein rat offspring,
and is associated with a persistent up-regulation of type 1b
angiotensin receptor gene expression that may contribute
to the development of hypertension(88). Hypomethylation
has also been observed in sheep that have been exposed to
a diet deficient in methyl donors for a period of 8 weeks
before conception and for the first 6 d of pregnancy. These
sheep exhibit insulin resistance and elevated blood pres-
sure in postnatal life. Restriction landmark genome scan-
ning has shown that 4% of 1400 CpG islands in the fetal
liver are differentially methylated in a way that may cause
overexpression of certain genes(89). A recent study of
human monozygotic twins has challenged the view that
methylation patterns remain unchanged after establishment
in early life(90). However, the demonstrated effects of ma-
ternal diet on offspring methylation patterns provide a
tempting theory to explain how maternal diet may bring
about permanent changes in gene expression. In addition,
epigenetic marks have been shown to be stably inheritable,
and epigenetics therefore offers a plausible explanation of
how environmental exposures in a single generation can
impact on more than one subsequent generation(91,92).

Overexposure to maternal glucocorticoids. The mech-
anisms by which maternal diet acts on the developing
tissues to cause long-term changes in tissue structure and
gene expression patterns remains poorly understood. How-
ever, a large body of evidence suggests that imbalances
in the maternal diet are associated with overexposure of
the fetal tissues to glucocorticoids. This overexposure is
thought to occur via reduced activity of placental 11b-
hydroxysteroid dehydrogenase, which acts to convert ma-
ternal glucocorticoids to inactive forms, or by increased
activity of the glucocorticoid receptor in fetal tissues.
Studies of rodents and sheep have demonstrated that
exposure to synthetic glucocorticoids can impact on renal
development and subsequent blood pressure(93–97). The
similarities in phenotype associated with dietary and gluco-
corticoid exposures have led to suggestions that they may
act through a shared mechanism, i.e. that maternal diet
may act to increase exposure of the fetus to glucocorti-
coids. In sheep alterations in maternal cortisol in response
to undernutrition appears to be dependent on the stage of
gestation, being elevated or unchanged with late-gestation
undernutrition(98,99) and reduced with early-to-mid-
gestation undernutrition(100,101). However, a reduction in
placental 11b-hydroxysteroid dehydrogenase expression
or activity has been observed in response to a low-protein
diet in the rat(102,103) or global undernutrition in the
sheep(104,105). In addition, increased expression of the gluco-
corticoid receptor has been observed in a number of tissues
in the neonatal sheep exposed to maternal nutrient restric-
tion(105). Giving further support to the theory of a common
mechanism, inhibition of maternal glucocorticoid synthesis
using the pharmacological agent metyrapone has been
shown to prevent the nephron deficit and raised blood
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pressure observed in the low-protein rat model(106), sug-
gesting that these outcomes are dependent on overexposure
of the fetus to maternal glucocorticoids. The precise mech-
anisms and gene targets by which glucocorticoids impact on
development and subsequent health remain under inves-
tigation. During development glucocorticoids act through a
number of mechanisms to alter the balance between tissue
proliferation and differentiation(107), with many genes con-
taining glucocorticoid response elements. Overexposure of
the fetus to glucocorticoids may therefore explain some of
the effects of maternal diet on tissue structure and sub-
sequent function.

Small-animal models

Advantages of working with small-animal models

Short duration of gestation and lifespan. A major ad-
vantage of working with small-animal models is their short
gestation and lifespan, and the relatively inexpensive costs
of maintaining large cohorts of animals. These factors en-
able studies across the lifespan and into subsequent gen-
erations. Ageing studies have been particularly effective in
demonstrating the long-term sequelae of events that occur
in response to dietary interventions in early life. Rats ex-
posed to a low-protein diet during fetal development show
little evidence of metabolic abnormalities at 9 months of
age, although blood pressure is elevated from early life.
By 18 months of age, however, the rats are hyper-
triacylglycerolaemic and hypercholesterolaemic and have
developed hepatic steatosis(66). Gene-expression changes
observed in early adult life are often transient, and sec-
ondary changes in gene expression and tissue function
observed later in life form an important part of the life
course of the disease process. Lifespan studies have also
been possible in rodent models and shortened lifespan has
been observed in rats(108,109) and mice(70) exposed to a
low-protein diet during the fetal development.

The short generation times have also enabled studies of
the transgenerational effects of maternal diet. A recent study
has demonstrated that the low nephron number and raised
blood pressure observed in first-generation offspring of low-
protein-fed rats is also observed in the second generation(92).
Interestingly, the programmed phenotype is transmitted
down both the maternal and paternal lines, indicating that
epigenetic reprogramming of the germ lines may have taken
place. Similarly, exposure to dexamethasone during preg-
nancy leads to elevated phosphoenolpyruvate carboxy-
kinase and disrupted glucose homeostasis in first- and
second-generation offspring(91), with transmission through
both the maternal and paternal lines. In both studies the
effects of maternal protein restriction or dexamethasone
administration were shown to have been resolved by the
third generation. This important insight into the trans-
generational effects of factors that impact on fetal devel-
opment has really only been feasible because of the
availability of small-animal models.
Control over genetic and environmental variability. A

major advantage of working with rodent models is the high
extent of control over genetic and environmental varia-
bility. Outbred strains of rat (such as the Wistar or Sprague

Dawley) are the predominant model within the DOHaD
literature. Genetic variation does exist within outbred
strains and each individual is genetically unique. However,
outbred colonies are considerably less variable than human
populations as a result of being maintained for many gen-
erations in relatively-small closed colonies. In contrast,
inbred strains of rat are isogenic, each exhibiting a unique
set of phenotypic characteristics and providing an absolute
control over genetic variability. The level of control over
biological variability increases the efficiency of research
and reduces the number of animals required(110). In addi-
tion to the control over genetic variability, the ability to
tightly control environmental factors (light, temperature,
food and water intakes etc.) in modern small-animal
housing facilities further reduces the contribution of extra-
neous factors to any differences observed between treat-
ment groups.

Availability of GM models. In the wider literature
studies of rodent models that under- or overexpress a par-
ticular gene have made major contributions to the eluci-
dation of gene pathways involved in metabolic disease.
The application of such models to test novel hypotheses
within the DOHaD field offers similar potential, but has
been a little-used resource to date. For example, a variety
of target genes have already been suggested to be involved
in mediating the effects of nutritional or glucocorticoid
exposures on developmental processes and future health
(e.g. encoding the angiotensin receptors or PPARa), but
their involvement is yet to be assessed using GM models in
this context. Several studies have, however, used knock-
out mice with particular cardiovascular phenotypes to
demonstrate effects of the prenatal environment on post-
natal disease outcomes, whilst maintaining a high extent of
control over genetic variability. The effects of maternal
hypercholesterolaemia on postnatal vascular function have
been assessed using an LDL receptor-knock-out mouse
model(111). The LDL receptor is involved in clearing lipo-
proteins from the circulation and mice lacking a functional
LDL receptor develop hypercholesterolaemia and arterio-
sclerosis. Female and male LDL receptor-knock-out mice
and their wild-type counterparts were cross-bred to pro-
duce heterozygous pups that developed in a hypercholes-
terolaemic mother (i.e. maternally-derived mutation) or
normal wild-type mother (i.e. with a paternally-derived
mutation). Despite being genomically similar, hetero-
zygous offspring that developed in a hypercholestero-
laemic mother were found to have abnormal vascular
function in comparison to those that developed in a normal
wild-type mother. A similar approach has been taken with
the ApoE-knock-out mouse to demonstrate increased total
cholesterol levels and incidence of atherosclerosis in off-
spring born to hypercholesterolaemic mothers compared
with genomically-similar offspring born to wild-type
mothers(112). Abnormal vascular function has also been ob-
served in heterozygous offspring born to mice lacking the
endothelial NO synthase gene in comparison with those
born to wild-type controls(113). Such experimental designs
enable investigation of the contribution of the uterine
environment v. that of parental genetics.

The ApoE*3-Leiden mouse differs from the ApoE-
knock-out mouse in that impaired clearance of lipoproteins
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from the circulation and development of atherosclerosis
only occur when the mice are fed diets rich in choles-
terol(114). This model has therefore enabled investigators to
evaluate the influence of maternal diet on the development
of atherosclerosis. Exposure to a prenatal low-protein diet
was shown to increase the extent of dyslipidaemia and
severity of atherosclerotic lesions in mice fed an athero-
genic diet in postnatal life when compared with mice
exposed to a control diet prenatally(115). Importantly, this
study demonstrates interactions between genotype, prenatal
environment and postnatal diet, with evidence of gene–
nutrient interactions at an early stage of development
influencing responses made to dietary challenges in later
life.

Genetic modifications also offer the potential for the more
detailed analysis of mechanisms potentially involved in
developmental programming. For example, transgenic Tie2-
GFP mice express green fluorescent protein under the
direction of the endothelial-specific receptor tyrosine kinase
promoter. Endothelial cells expressing green fluorescent
protein can be visualised via fluorescent microscopy. The
use of this transgenic model has enabled investigation of the
effects of a prenatal low-protein diet on the placental vas-
culature by assisting with visualisation of blood vessels
during analysis of immunoreactivity(116). This study has
shown that low-protein-fed dams exhibit perturbation of
vascular endothelial cadherin and b-catenin, regulators of
junctional integrity, permeability and quiescence.
Ease of manipulation of diet. Small-animal models of

developmental programming have utilised a wide variety of
nutritional interventions, including both under- and over-
nutrition (Fig. 1). The ease of manipulation of rodent diets is
an advantage because it allows the controlled evaluation of
very specific changes in dietary composition. This approach
has enabled investigation of specific nutrient deficiencies
and problems within the human population. Globally, Fe-
deficiency anaemia is the most prevalent micronutrient
deficiency(117). The feeding of an Fe-deficient diet before
and during pregnancy in the rat leads to alterations in car-
diac development and elevated blood pressure in their off-
spring(118,119). Offspring of Fe-deficient rat dams also
exhibit perturbed fatty acid metabolism in later life(120). The
most widely used nutritional intervention during pregnancy
is protein restriction, with the offspring of protein-restricted
rats and mice exhibiting a shorter lifespan(108,110), elevated
blood pressure(27,92), disturbed glucose homeostasis(40,67),
vascular dysfunction(121), impaired immunity(122) and an
increased propensity to develop obesity(36). Availability of
protein varies considerably between regions of the world
and an estimated 65% of the world population are at risk of
protein intakes below the UK reference nutrient intake for
pregnancy(22).

In developed countries maternal overnutrition is a more
relevant concern. Consistent with models of undernutrition,
maternal high-fat feeding in rats is associated with elevated
blood pressure, vascular dysfunction(32,123), obesity and
glucose intolerance(124). Similarly, cafeteria feeding during
pregnancy has been shown to programme adiposity and
altered feeding behaviour in the rat(125,126). In the mouse
diet-induced obesity leads to elevated blood pressure,
adiposity and insulin resistance in the offspring(127).

Exposure to a high-protein diet during pregnancy has also
been linked to increased risk of obesity(128). Collectively,
these studies in small-animal models have been critical
in demonstrating the long-term effects of a wide range of
nutritional manipulations relevant to the human situation.

Disadvantages of working with small-animal models

Large litter size. The large litter sizes observed in rats
and mice are a major disadvantage of working with rodent
models of prenatal programming. Space sharing within the
uterus results in each pup developing in a slightly different
environment. Mice that occupy a position at either end of a
uterine horn, for example, receive more nutrient-rich
maternal blood and have heavier birth weights than their
littermates(129). The same is true for rat pups that develop at
the cervical end of the uterus. Fetal development within lit-
ters may also be influenced by exposure to different levels of
hormones, depending on whether the fetuses are positioned
next to male or female littermates(130). These intrauterine
exposures may contribute to variability in phenotype
between offspring within a litter. Controversy exists over
how to select offspring from a litter for postnatal study, with
some investigators using random selection and others
selecting pups closest to the median birth weight. Litter size
may also contribute to variability between litters, with litter
size generally positively correlated with average birth
weight(131). Whilst variability in litter size cannot be con-
trolled for during the prenatal period, it is common practice
for the number of pups per litter to be reduced to a set
number at birth, reducing variation in post-suckling nutri-
tion(132).

The hierarchal statistical design of experiments with
litter-bearing species has been the centre of debate in the
past(133,134), and it is essential that differences in variation
within and between litters are accounted for in the statis-
tical analysis(135,136). In many studies the use of one male
and/or one female offspring per litter circumvents this
issue, but it is not uncommon to see studies published in
which a low number of animals within each treatment
group have been obtained from an even lower number of
litters. The statistical robustness of such studies should be
questioned at the manuscript review stage and the advice
of a statistician sought.

Rodents are born immature. When comparing the
outcomes of interventions during development between
different animal models and when extrapolating conclu-
sions to man, it is important to remember that the timing
and trajectory of developmental processes differs between
species. A particular limitation of small-animal models is
that they are generally altricial species and are therefore
relatively immature at birth in comparison with man and
large-animal models (e.g. sheep and pig). An exception is
the guinea-pig, a precocial species that give birth to neuro-
anatomically-mature young. However, the most commonly
used small-animal species, mice and rats, are born with a
poorly-developed central nervous system and autocrine
system and the development of organs implicated in the
programming of disease (e.g. the pancreas and kidney)
continues into postnatal life. The periods of vulnerability
of the developing systems therefore differs between
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species and interventions directed at the same stage of
gestation cannot be considered comparable. For example,
nephrogenesis is complete by 32–34 weeks of gestation in
man (term approximately 40 weeks) and by 130 d of
gestation in the sheep (term approximately 145–150 d). In
contrast, nephrogenesis in the rat continues into the post-
natal period and is not complete until approximately 8 d
after birth. It is therefore important that the mechanisms of
impact of dietary interventions during early life are dis-
cussed within the context of their timing in relation to
developmental processes rather than the stage of gestation
per se. For example, glucocorticoid administration has
been shown to be most effective in programming hyper-
tension when administered to sheep at 26–28 d of gesta-
tion(95) and rats at 15–16 d of gestation(97). Although
representing very different stages of gestation in sheep and
rats, these time points are similar in terms of the stage of
renal development, when increased apoptosis of mesenchy-
mal cells could affect nephron formation and thus final
glomerular number(137). The altricial nature of small-animal
models can also be an advantage. For example, the critical
window for islet development is postnatal in the mouse and
rat, and is therefore more readily accessible for experimental
manipulation than in species in which the critical window
lies earlier in gestation.
Diets fed to rodents are not the equivalent of human

dietary patterns. As discussed previously, small-animal
models of developmental programming have used a wide
variety of nutritional interventions, including both under-
and overnutrition. In the early animal studies primarily
aimed at demonstrating proof of principle it could be argued
that the precise composition of the experimental diets was of
lesser importance. These studies were effective in demon-
strating independent effects of maternal diet on offspring
metabolic function and disease risk, and the consistency in
the effects of a wide range of types and extents of nutritional
intervention gave strong support to the general DOHaD
theory. Having demonstrated proof of principle, the research
priorities have since turned to more closely modelling
human disease pathways, with the ultimate aim of con-
tributing scientific knowledge that will help to predict the
outcomes of dietary behaviours and interventions in the
human population. The hypotheses generated therefore
require animal models to reflect the human situation as
closely as possible, thus strengthening the ability to translate
the findings back to the study of human subjects. Although
the ease of manipulation of rodent diets is an advantage
because it allows the controlled evaluation of very specific
changes in dietary composition, the experimental diets fed
do not necessarily reflect the heterogeneity of the human
diet or levels of exposure that are physiologically relevant.
Cafeteria feeding overcomes these issues to some extent and
provides a useful alternative to the feeding of purified high-
fat diets, inducing persistent hyperphagia and increased
energy intakes(138,139) as a result of the variety and novelty
of the foods available. The dietary pattern observed with a
cafeteria feeding system more closely reflects that of the
‘non-prudent’ human subject(140,141) and avoids the very
high intakes of specific and potentially-biologically-active
fatty acids that are observed in other models of high-fat
feeding. It may therefore be an effective tool for modelling

the effects of ‘non-prudent’ dietary patterns in human sub-
jects.

Rodents do not develop the same disease profiles as
human subjects. Rodent models are limited in their abil-
ity to model associations with CVD. In comparison with
human subjects, they manifest relatively low levels of total
cholesterol and LDL-cholesterol and high levels of HDL-
cholesterol and are resistant to the development of hyper-
cholesterolaemia and atherosclerosis(142). The use of
monogenic or transgenic animals has yielded models that
exhibit circulating lipid profiles and atherosclerotic end
points similar to those of human subjects. However, their
use for testing interventions risks the possibility that results
arise from the model’s genetic background rather than the
exposure of interest. The literature demonstrates consistent
evidence of moderate hyperglycaemia, hyperinsulinaemia
and hypertriacylglycerolaemia in response to high-fat
feeding(142). This outcome is associated with increased
number and size of adipocytes(143,144), decreased skeletal-
muscle insulin sensitivity(145) and hepatic steatosis(146), all
key components of the metabolic syndrome. It is therefore
possible to induce a metabolic phenotype in rodents that is
similar to that observed in the human subject, despite not
exhibiting progression to an atherosclerotic state. However,
they remain limited in their ability to directly model associ-
ations with specific CVD outcomes relevant to the human
situation.

Large-animal models

Research into the developmental programming of tissue
structure and physiological function is of interest to animal
scientists and developmental biologists aiming to maximise
growth and development in large-animal species for pro-
duction purposes. However, within the context of DOHaD
there is the potential to extrapolate findings from large-
animal models to the human situation. The present review
will consider three large-animal models: an established
model (sheep); an emerging model (pig); an ethically-
restricted model (non-human primate). Given the physio-
logical disparity between these three models, the benefits
and disadvantages of each model will considered sepa-
rately. This position is in contrast to the most commonly
used small-animal models (rats and mice) that have con-
siderably more similar anatomy and physiology.

Clearly, man is closer, in evolutionary terms, to pri-
mates. However, the other large mammals have some
important similarities and differences that can be utilised
for experimental purposes (Table 1). Human subjects
usually bear one offspring and, depending on breed, sheep
may have one to three lambs. The average birth weight in
human subjects is also similar to that of a singleton lamb
(approximately 3.5 kg). In contrast, pigs are litter bearing
and the birth weight within a litter exhibits a ‘U’-shaped
curve.

The gastrointestinal system of the sheep is of the rumi-
nant type and sheep breakdown the plant products they
consume via commensal bacteria in the gut, producing
volatile fatty acids as their major source of energy. In
contrast, pigs, human subjects and primates can consume a
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varied omnivorous diet(147). Differences also exist in terms
of postnatal nutrition, with sheep and pig milk containing
markedly more fat and protein than human milk(148). All
the large species presented have a functioning hypotha-
lamic–pituitary–adrenal axis before birth, unlike rats and
mice that are altricial. As the size of the animal model
increases, the cost of housing and feeding the animal
increases. With more intelligent animals the requirement
for environmental enrichment also increases. Work with
non-human primates is often limited by ethical concerns
and there is little work on these animals within the DOHaD
field in the UK.

Similarly to small-animal models, a variety of experi-
mental procedures have been used to generate models of
developmental programming in large-animal species. Pla-
cental restriction has been employed by several groups using
the sheep as a model(149). The sheep has a cotyledonary
placenta and removal of a percentage of attachment sites
produces an overall reduction in the delivery of nutrients to
the fetus. The natural variation in birth weights within pig
litters can also be used to model associations with birth
weight. The large litters produced comprise piglets with
birth weights conforming to a ‘U’-shaped relationship and
both extremes of birth weight can therefore be exam-
ined(62,150). There are fewer studies of the effects of over-
nutrition in larger-animal models compared with rodents,
but there have been studies in the sheep and pig(151–153).
Undernutrition during pregnancy is the area that has
received most interest in large-animal models, most notably
in the sheep(154,155).

The major disadvantages for all large-animal models are
the time and financial implications of offspring generation
and postnatal follow-up, particularly when investigating
intergenerational effects. The average gestation length of
the sheep is approximately147 d and individual housing,
feeding and monitoring a pregnant ewe during this period is
very costly. Once the time periods to sexual maturity
(6 months–1 year) and for postnatal follow-up are factored
in, the cost and time constraints can be prohibitive. Securing
funding for studies of large-animal models therefore
requires a sound argument for their superiority over less-
costly alternatives. Despite these issues, long-term follow-
up studies have been done. The influence of prenatal
glucocorticoid infusion on offspring has been investigated

up to 7 years of age(156). However, this study is the excep-
tion and very few studies have investigated true long-term
effects on programmed offspring in large-animal models.
Some researchers might argue that the ‘normal’ lifespan
of these domestic species is rarely past sexual maturity,
especially for non-breeding males, as these breeds are all
utilised commercially in food production.

An established model: the sheep

The sheep has been used in fetal and neonatal physiology
since the seminal experiments in the 1960s that demon-
strated the crucial role of glucocorticoids in the preparation
of the fetus for birth(157). The sheep has a number of bene-
fits for DOHaD work including: the generation of a large
singleton offspring (in most breeds); expression and acti-
vation of uncoupling protein 1 (sheep have brown adipose
tissue) and maintenance of homeothermy by non-shivering
thermogenesis at birth; ability to tolerate fetal catheteris-
ation; housing can be simple outdoor pasture.

However, the sheep is a ruminant and does not meta-
bolise energy in the same way as single-stomach species
(man, pig). Care must therefore be taken when extrapolat-
ing any metabolic findings. In particular, glucose tolerance
tests may be much less meaningful in the sheep as rumi-
nants do not utilise glucose in the same manner as human
subjects. Instead, they rely on volatile fatty acids generated
in the rumen and the composition of any ruminant diet will
alter the volatile fatty acid profile(158). Of ruminant glucose
requirements <10% are absorbed from the small intestine,
with the remaining 90% produced by gluconeogen-
esis(158,159).

A further difficulty of working with sheep is that it is
impossible to determine whether ewes are carrying twins
or singletons until scanning takes place, which often occurs
after the start of a nutritional intervention. Given the cost
of large-animal trials and the unpredictability of twinning
rates, it is often not feasible to include sufficient animals
to overcome imbalances in twins :singletons between
treatment groups. To some extent this imbalance can be
overcome by using breeds that have strong tendencies to
produce singleton or twin pregnancies, but a certain
unpredictability remains. A mismatch between the number
of twin and singletons within experimental groups can

Table 1. Comparison of characteristics of large animals v. man(147,148)

Placentation Offspring number Birth weight (kg) GI system Postnatal nutrition

Man Discoid 1 3.4 (UK average) Single stomach flProtein
flFat
›Sugar

Sheep Cotyledonary 1, 2 or 3 3–5 Ruminant ›Protein
›Fat
flSugar

Pig Diffuse Litter bearing 0.6–3 Single stomach ›Protein
›Fat
flSugar

Non-human

primate

Discoid 1 or 2 1–2 Single stomach flProtein
flFat
›Sugar

GI, gastrointestinal; fl, ›, restricted and high levels respectively.
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therefore act as a confounding factor(160), although statis-
tical correction for differences in twins:singletons between
groups is a possibility. Similar criticism has been made of
studies that do not indicate the gender dynamics of groups.
Numerous studies have indicated gender-specific effects
in response to an altered prenatal environment(161) and re-
searchers must ensure adequate statistical power to deter-
mine gender effects before embarking on a study. However,
this requirement may increase the number of animals sub-
stantially, with further cost implications.

An emerging model: the pig

As described earlier, farmers have long been aware that
runt piglets grow less efficiently and produce a carcass
with more fat and less muscle than a normal-birth-weight
littermate. The physiological and molecular mechanisms
leading to this costly adaptation are now being investigated
under the auspices of the DOHaD hypothesis. Despite
being a litter-bearing species, there are some key benefits
of the pig in DOHaD research. Indeed, it is the differences
between pig and man that provide the main use for this
species. Pigs display a 2–3-fold difference in body weight
amongst littermates, providing a natural model of differ-
ential fetal growth. The pig is relatively large at birth and
is a precocial single-stomach species that can readily
become obese, diabetic and hypertensive.

As with all models, there are some drawbacks in the use
of the pig. The production of up to twenty piglets in one
litter is in stark contrast to the singleton pregnancy ob-
served in most human pregnancies. The controversy
described for selection of rodent offspring within litters can
also affect porcine studies; investigators must be explicit in
the description of their experimental design and statistical
analyses, highlighting exactly how many piglets are selec-
ted from each litter and the position of the piglet within
the birth-weight hierarchy. This problem is negated when
selecting for small-, normal- and high-birth-weight off-
spring. Similar cost and husbandry implications exist for
the pig as for the sheep.

An ethically-restricted model: the non-human primate

Little DOHaD research on non-human primates is carried
out within the UK because of moral and ethical concerns,
but an active research group in the USA have utilised the
model to demonstrate a number of molecular and physiolo-
gical changes in response to different prenatal challenges.

The main advantages of using a non-human-primate
model are clear from Table 1. The baboon (Papio spp.) is
the most widely studied species and exhibits similar pla-
centation, offspring number, metabolism and milk nutri-
tional content to the human subject as well as a relatively
long dependent-infant state. Despite the obvious benefits
of the non-human primates, there are important financial,
moral and ethical implications to be considered and work
on these animals continues to be highly contentious(162). In
their natural environment baboons live in social groups
characterised by dominance hierarchy that affects their
likelihood of mating. Baboon species in captivity require
substantial environmental enrichment and an environment

conducive to the social order of the species; this require-
ment poses certain problems for monitoring food intake in
pregnant animals. One group in the USA have overcome this
problem(163). The relatively long prepubertal development
in non-human primates means that long-term follow-up
studies are costly; a macaque (Macaca spp.), for example,
does not reach puberty until approximately 4 years. Inves-
tigators must forward plan to a great extent in order to cover
the costs involved in husbandry, housing and investigations.
However, the working group report on the use of non-human
primates in research mentions fetal development and disease
in later life as an area that may have a role for use of non-
human primates in UK research in the future(162).

Novel models

Future research into the DOHaD area may not lie entirely in
the small- and large-animal models that have been most
commonly used to date and presented in the present review.
Work has been reported from novel species such as the spiny
mouse (Acomys cahirinus) and zebra finch (Taeniopygia
guttata), which have specific attributes that make them a
suitable model for testing specific hypotheses. The spiny
mouse is a rodent adapted for life in desert regions and its
reduced nephron number and cortex:medulla are thought to
allow the production of highly-concentrated urine during
periods of dehydration(164). Compared with laboratory
breeds of mice the spiny mouse has a longer gestation, fewer
offspring and is relatively mature at birth, e.g. nephrogen-
esis is complete(164). This adaptation may provide a useful
model that bridges the gap between small and large animals;
the spiny mouse is small and reproduces in a short time
frame allowing transgenerational effects to be investigated,
but displays a trajectory of renal development that is more
similar to that of man. Dexamethasone treatment of the
spiny mouse at a stage of gestation coinciding with the early
stages of the nephrogenesis leads to a reduced nephron
number in the offspring, although an elevation in blood
pressure is not apparent(165). Avian species also provide a
novel model in which to investigate the effects of gluco-
corticoid exposures during the developmental period, inde-
pendently of maternal postnatal influences. In an altricial
bird species, the zebra finch, postnatal exposure to gluco-
corticoids has been shown to influence the response of the
hypothalamic–pituitary–adrenal axis to stress in later
life(166). Precocial bird species exist and may provide an
additional avian model.

Conclusions

Animal models have been essential in providing proof of
principle of the DOHaD concept, by providing strong evi-
dence of a causal relationship between a variety of envir-
onmental challenges during development and disease risk
in later life. Studies of animal models continue to be
essential to the evolving theory of the mechanisms of the
developmental origins of disease. A range of small- and
large-animal models have been developed, each with their
own inherent advantages and disadvantages. None of these
animal models can be considered superior for all aspects
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of research in this field, and the choice of model will dif-
fer according to the specific hypotheses. Collaboration
between those researchers working with different small-
and large-animal models will provide the DOHaD field
with stronger hypothesis-driven research outcomes with
benefits for animal and human health.

Acknowledgements

The authors would like to thank colleagues at the Uni-
versity of Nottingham and collaborators further afield for
their contributions to constructive and stimulating discus-
sion relating to the general concepts of DOHaD. There are
no conflicts of interest. S. M. and A. M. contributed equally
to the preparation and review of the manuscript.

References

1. World Health Organization (2002) The World Health
Report 2002 – Reducing Risks, Promoting Healthy Life.
Geneva: WHO.

2. Barker DJP, Bull AR, Osmond C et al. (1990) Fetal and
placental size and risk of hypertension in adult life. Br Med
J 301, 259–262.

3. Barker DJP, Hales CN, Fall CHD et al. (1993) Type 2 (non-
insulin-dependent) diabetes mellitus, hypertension and
hyperlipemia (syndrome X): relation to reduced fetal
growth. Diabetologia 36, 62–67.

4. Barker DJP, Winter PD, Osmond C et al. (1989) Weight in
infancy and death from ischemic heart disease. Lancet ii,
577–580.

5. Eriksson JG, Forsen T, Tuomilehto J et al. (2002) Effects of
size at birth and childhood growth on the insulin resistance
syndrome in elderly individuals. Diabetologia 45, 342–348.

6. Eriksson JG, Lindi V, Uusitupa M et al. (2002) The effects
of the Pro12Ala polymorphism of the peroxisome pro-
liferator-activated receptor-gamma 2 gene on insulin sensi-
tivity and insulin metabolism interact with size at birth.
Diabetes 51, 2321–2324.

7. Martyn CN, Barker DJP, Jespersen S et al. (1995) Growth
in utero, adult blood pressure, and arterial compliance. Br
Heart J 73, 116–121.

8. Newsome CA, Shiell AW, Fall CHD et al. (2003) Is birth
weight related to later glucose and insulin metabolism? a
systematic review. Diabet Med 20, 339–348.

9. Yajnik CS, Fall CHD, Vaidya U et al. (1995) Fetal growth
and glucose and insulin metabolism in 4-year-old Indian
children. Diabet Med 12, 330–336.

10. Whincup PH, Kaye SJ, Owen CG et al. (2008) Birth weight
and risk of type 2 diabetes: A systematic review. JAMA 300,
2886–2897.

11. Ravelli ACJ, van der Meulen JHP, Michels RPJ et al.
(1998) Glucose tolerance in adults after prenatal exposure to
famine. Lancet 351, 173–177.

12. Ravelli ACJ, van der Meulen JHP, Osmond C et al. (1999)
Obesity at the age of 50 y in men and women exposed to
famine prenatally. Am J Clin Nutr 70, 811–816.

13. Roseboom TJ, van der Meulen JHP, van Montfrans GA
et al. (2001) Maternal nutrition during gestation and blood
pressure in later life. J Hypertens 19, 29–34.

14. Godfrey KM, Forrester T, Barker DJP et al. (1994) Mater-
nal nutritional status in pregnancy and blood pressure in
childhood. Br J Obstet Gynaecol 101, 398–403.

15. Campbell DM, Hall MH, Barker DJP et al. (1996) Diet in
pregnancy and the offspring’s blood pressure 40 years later.
Br J Obstet Gynaecol 103, 273–280.

16. Gillman MW, Rifas-Shiman SL, Kleinman KP et al. (2003)
Maternal calcium intake and offspring blood pressure. Cir-
culation 110, 1990–1995.

17. Godfrey K, Robinson S, Barker DJP et al. (1996) Maternal
nutrition in early and late pregnancy in relation to placental
and fetal growth. Br Med J 312, 410–414.

18. Mathews F, Yudkin P & Neil A (1999) Influence of
maternal nutrition on outcome of pregnancy: prospective
cohort study. Br Med J 319, 339–343.

19. Langley-Evans AJ & Langley-Evans SC (2003) Relation-
ship between maternal nutrient intakes in early and late
pregnancy and infants weight and proportions at birth: pro-
spective cohort study. J R Soc Health 123, 210–216.

20. Inskip HM, Godfrey KM, Robinson SM et al. (2006) Cohort
profile: The Southampton Women’s Survey. Int J Epidemiol
35, 42–48.

21. Armitage JA, Khan IY, Taylor PD et al. (2004) Develop-
mental programming of the metabolic syndrome by mater-
nal nutritional imbalance: how strong is the evidence
from experimental models in mammals? J Physiol 561,
355–377.

22. Langley-Evans SC (2008) Nutritional programming of
disease: unravelling the mechanism. J Anat (Epublication
ahead of print version).

23. McMillen IC & Robinson JS (2005) Developmental origins
of the metabolic syndrome: prediction, plasticity, and pro-
gramming. Physiol Rev 85, 571–633.

24. Ojeda NB, Grigore D & Alexander BT (2008) Develop-
mental programming of hypertension: Insight from animal
models of nutritional manipulation. Hypertension 52,
44–50.

25. Symonds ME, Stephenson T, Gardner DS et al. (2007)
Long-term effects of nutritional programming of the embryo
and fetus: mechanisms and critical windows. Reprod Fertil
Dev 19, 53–63.

26. Arai Y & Gorski RA (1968) Critical exposure time for
androgenization of developing hypothalamus in female rat.
Endocrinology 82, 1010–1014.

27. Langley SC & Jackson AA (1994) Increased systolic blood
pressure in adult rats induced by fetal exposure to maternal
low-protein diets. Clin Sci 86, 217–222.

28. Woodall SM, Johnston BM, Breier BH et al. (1996)
Chronic maternal undernutrition in the rat leads to delayed
postnatal growth and elevated blood pressure of offspring.
Pediatr Res 40, 438–443.

29. Persson E & Jansson T (1992) Low-birth-weight is associ-
ated with elevated adult blood pressure in the chronically
catheterized guinea-pig. Acta Physiol Scand 145, 195–196.

30. Jansson T & Lambert GW (1999) Effect of intrauterine
growth restriction an blood pressure, glucose tolerance and
sympathetic nervous system activity in the rat at 3–4
months of age. J Hypertens 17, 1239–1248.

31. Gambling L, Maloney CA, Andersen HS et al. (2005)
Maternal iron deficiency during pregnancy in the rat induces
high blood pressure, obesity and dyslipidaemia in her off-
spring. Pediatr Res 58, 1024.

32. Khan IY, Dekou V, Douglas G et al. (2005) A high-fat diet
during rat pregnancy or suckling induces cardiovascular
dysfunction in adult offspring. Am J Physiol Regul Integr
Comp Physiol 288, R127–R133.

33. Snoeck A, Remacle C, Reusens B et al. (1990) Effect of a
low protein diet during pregnancy on the fetal rat endocrine
pancreas. Biol Neonate 57, 107–118.

34. Dwyer CM, Madgwick AJA, Ward SS et al. (1995) Effect
of maternal undernutrition in early gestation on the devel-
opment of fetal myofibres in the guinea-pig. Reprod Fertil
Dev 7, 1285–1292.

316 S. McMullen and A. Mostyn

P
ro
ce
ed
in
gs

o
f
th
e
N
u
tr
it
io
n
So

ci
et
y

https://doi.org/10.1017/S0029665109001396 Published online by Cambridge University Press

https://doi.org/10.1017/S0029665109001396


35. Vickers MH, Breier BH, McCarthy D et al. (2003) Seden-
tary behavior during postnatal life is determined by the
prenatal environment and exacerbated by postnatal hyper-
caloric nutrition. Am J Physiol Regul Integr Comp Physiol
285, R271–R273.

36. Bellinger L, Sculley DV, Langley-Evans SC. (2006) Expo-
sure to undernutrition in fetal life determines fat distri-
bution, locomotor activity and food intake in ageing rats. Int
J Obes 30, 729–738.

37. Nwagwu MO, Cook A & Langley-Evans SC (2000) Evi-
dence of progressive deterioration of renal function in rats
exposed to a maternal low-protein diet in utero. Br J Nutr
83, 79–85.

38. Woods LL, Weeks DA & Rasch R (2004) Programming of
adult blood pressure by maternal protein restriction: Role of
nephrogenesis. Kidney Int 65, 1339–1348.

39. Ozanne SE, Wang CL, Coleman N et al. (1996) Altered
muscle insulin sensitivity in the male offspring of protein-
malnourished rats. Am J Physiol Endocrinol Metab 34,
E1128–E1134.

40. Fernandez-Twinn DS, Wayman A, Ekizoglou S et al.
(2005) Maternal protein restriction leads to hyper-
insulinemia and reduced insulin-signaling protein expres-
sion in 21-mo-old female rat offspring. Am J Physiol Regul
Integr Comp Physiol 288, R368–R373.

41. Pond WG (1973) Influence of maternal protein and energy
nutrition during gestation on progeny performance in swine.
J Anim Sci 36, 175–182.

42. Lawlor MJ & Hopkins SP (1981) The influence of perinatal
undernutrition of twin-bearing ewes on milk yields and
lamb performance and the effects of postnatal nutrition on
live weight gain and carcass composition. Br J Nutr 45,
579–586.

43. Slater JS & Mellor DJ (1972) Effect of plane of nutrition on
maternal and foetal plasma amino acid concentrations in the
sheep. Biochem J 129, 12P.

44. Widdowson EM (1977) Undernutrition and retarded growth
before and after birth. Nutr Metab 21, 76–87.

45. Powell SE & Aberle ED (1980) Effects of birth weight on
growth and carcass composition of swine. J Anim Sci 50,
860–868.

46. Brameld JM & Daniel Z (2008) In utero effects on livestock
muscle development and body composition. Aus J Exp
Agric 48, 921–929.

47. Heasman L, Clarke L, Firth K et al. (1998) Influence of
restricted maternal nutrition in early to mid gestation on
placental and fetal development at term in sheep. Pediatr
Res 44, 456–551.

48. Clarke L, Heasman L, Juniper DT et al. (1998) Maternal
nutrition in early-mid gestation and placental size in sheep.
Br J Nutr 79, 359–364.

49. Poore KR & Fowden AL (2004) The effects of birth weight
and postnatal growth patterns on fat depth and plasma leptin
concentrations in juvenile and adult pigs. J Physiol 558,
295–304.

50. Dodic M, May CN, Wintour EM et al. (1998) An early
prenatal exposure to excess glucocorticoid leads to hyper-
tensive offspring in sheep. Clin Sci (Lond) 94, 149–155.

51. Li C, Levitz M, Hubbard GB et al. (2007) The IGF axis in
baboon pregnancy: Placental and systemic responses to feed-
ing 70% global ad libitum diet. Placenta 28, 1200–1210.

52. McMullen S, Osgerby JC, Milne JS et al. (2005) The effects
of acute nutrient restriction in the mid-gestational ewe on
maternal and fetal nutrient status, the expression of pla-
cental growth factors and fetal growth. Placenta 26, 25–33.

53. Osgerby JC, Gadd TS & Wathes DC (2003) Effect of
maternal body condition on placental and fetal growth and

the insulin-like growth factor axis in Dorset ewes. Repro-
duction 125, 717–731.

54. Gilbert JS, Lang AL, Grant AR et al. (2005) Maternal
nutrient restriction in sheep: hypertension and decreased
nephron number in offspring at 9 months of age. J Physiol
565, 137–147.

55. Gopalakrishnan GS, Gardner DS, Rhind SM et al. (2004)
Programming of adult cardiovascular function after early
maternal undernutrition in sheep. Am J Physiol Regul Integr
Comp Physiol 287, R12–R20.

56. Hawkins P, Steyn C, McGarrigle HHG et al. (2000) Cardio-
vascular and hypothalamic-pituitary-adrenal axis devel-
opment in late gestation fetal sheep and young lambs
following modest maternal nutrient restriction in early
gestation. Reprod Fertil Dev 12, 443–456.

57. Cleal JK, Poore KR, Boullin JP et al. (2007) Mismatched
pre- and postnatal nutrition leads to cardiovascular dys-
function and altered renal function in adulthood. Proc Natl
Acad Sci USA 104, 9529–9533.

58. Gardner DS, Pearce S, Dandrea J et al. (2004) Peri-
implantation undernutrition programs blunted angiotensin II
evoked baroreflex responses in young adult sheep. Hyper-
tension 43, 1290–1296.

59. Poore KR, Forhead AJ, Gardner DS et al. (2002) The
effects of birth weight on basal cardiovascular function in
pigs at 3 months of age. J Physiol 539, 969–978.

60. Poore KR & Fowden AL (2003) The effect of birth weight
on hypothalamo-pituitary-adrenal axis function in juvenille
and adult pigs. J Physiol 547, 107–116.

61. Owens JA, Thavaneswaran P, De Blasio MJ et al. (2007)
Specific effects of placental restriction on components of
the metabolic syndrome in young adult sheep. Am J Physiol
Endocrinol Metab 292, E1879–E1889.

62. Poore KR & Fowden AL (2002) The effect of birth weight
on glucose tolerance in pigs at 3 and 12 months of age.
Diabetologia 45, 1247–1254.

63. Gardner DS, Tingey K, Van Bon BWM et al. (2005) Pro-
gramming of glucose-insulin metabolism in adult sheep
after maternal undernutrition. Am J Physiol Regul Integr
Comp Physiol 289, R947–R954.

64. Gatford KL, Mohammad SNB, Harland ML et al. (2008)
Impaired b-cell function and inadequate compensatory
increases in b-cell mass after intrauterine growth restriction
in sheep. Endocrinology 149, 5118–5127.

65. Langley-Evans SC (2000) Critical differences between two
low protein diet protocols in the programming of hyperten-
sion in the rat. Int J Food Sci Nutr 51, 11–17.

66. Erhuma A, Salter AM, Sculley DV et al. (2007) Prenatal
exposure to a low-protein diet programs disordered regu-
lation of lipid metabolism in the aging rat. Am J Physiol
Endocrinol Metab 292, E1702–E1714.

67. Ozanne SE & Hales CN (2002) Early programming of
glucose-insulin metabolism. Trends Endocrinol Metab 13,
368–373.

68. Bellinger L, Lilley C & Langley-Evans SC (2004) Prenatal
exposure to a maternal low-protein diet programmes a pre-
ference for high-fat foods in the young adult rat. Br J Nutr
92, 513–520.

69. Norman JF & LeVeen RF (2001) Maternal atherogenic diet
in swine is protective against early atherosclerosis devel-
opment in offspring consuming an atherogenic diet post-
natally. Atherosclerosis 157, 41–47.

70. Ozanne SE & Hales CN (2004) Lifespan: Catch-up growth
and obesity in male mice. Nature 427, 411–412.

71. Gluckman PD, Hanson MA & Beedle AS (2007) Early life
events and their consequences for later disease: A life his-
tory and evolutionary perspective. Am J Hum Biol 19, 1–19.

Animal models of developmental programming 317

P
ro
ce
ed
in
gs

o
f
th
e
N
u
tr
it
io
n
So

ci
et
y

https://doi.org/10.1017/S0029665109001396 Published online by Cambridge University Press

https://doi.org/10.1017/S0029665109001396


72. Langley-Evans SC, Welham SJM & Jackson AA (1999)
Fetal exposure to a maternal low protein diet impairs
nephrogenesis and promotes hypertension in the rat. Life Sci
64, 965–974.

73. Vehaskari VM, Aviles DH & Manning J (2001) Prenatal
programming of adult hypertension in the rat. Kidney Int 59,
238–245.

74. Hoppe CC, Evans RG, Bertram JF et al. (2007) Effects of
dietary protein restriction on nephron number in the mouse.
Am J Physiol Regul Integr Comp Physiol 292, R1768–
R1774.

75. Briscoe TA, Rehn AE, Dieni S et al. (2004) Cardiovascular
and renal disease in the adolescent guinea pig after chronic
placental insufficiency. Am J Obstet Gynecol 191, 847–855.

76. Bassan H, Trejo LL, Kariv N et al. (2000) Experimental
intrauterine growth retardation alters renal development.
Pediatr Nephrol 15, 192–195.

77. Gilbert JS, Lang AL, Grant AR et al. (2005) Maternal
nutrient restriction in sheep: hypertension and decreased
nephron number in offspring at 9 months of age. J Physiol
565, 137–147.

78. Langley-Evans SC, Fahey A & Buttery PJ (2003) Early
gestation is a critical period in the nutritional programming
of nephron number in the sheep. Pediatr Res 53, 30A.

79. Brenner BM & Chertow GM (1993) Congenital oligo-
nephropathy and the etiology of adult hypertension and pro-
gressive renal injury. Proceedings of Symposium in Honor
of Neal S Bricker: The Pathophysiology of Chronic Renal
Disease, pp. 171–175. Denver, CO; WB Saunders Co.

80. Deprins FA & Vanassche FA (1982) Intrauterine growth
retardation and development of endocrine pancreas in the
experimental rat. Biol Neonate 41, 16–21.

81. Petrik J, Reusens B, Arany E et al. (1999) A low protein
diet alters the balance of islet cell replication and apoptosis
in the fetal and neonatal rat and is associated with a reduced
pancreatic expression of insulin-like growth factor-II.
Endocrinology 140, 4861–4873.

82. Joanette EA, Reusens B, Arany E et al. (2004) Low-protein
diet during early life causes a reduction in the frequency of
cells immunopositive for nestin and CD34 in both pan-
creatic ducts and islets in the rat. Endocrinology 145, 3004–
3013.

83. Bennis-Taleb N, Remacle C, Hoet JJ et al. (1999) A low-
protein isocaloric diet during gestation affects brain devel-
opment and alters permanently cerebral cortex blood vessels
in rat offspring. J Nutr 129, 1613–1619.

84. Plagemann A, Harder T, Rake A et al. (2000) Hypothalamic
nuclei are malformed in weanling offspring of low protein
malnourished rat dams. J Nutr 130, 2582–2589.

85. Riggs AD, Martiennssen RA & Russo VEA (1996) Intro-
duction. In Epigenetic Mechanisms of Gene Regulation.
Cold Spring Harbor Monograph Series 32, pp. 1–4 [VEA
Russo, RA Martienssen and AD Riggs, editors]. New York:
Cold Spring Harbor Laboratory Press.

86. Zeisel SH (2009) Epigenetic mechanisms for nutrition
determinants of later health outcomes. Am J Clin Nutr
(Epublication ahead of print version).

87. Lillycrop KA, Phillips ES, Jackson AA et al. (2005) Dietary
protein restriction of pregnant rats induces and folic acid
supplementation prevents epigenetic modification of hepatic
gene expression in the offspring. J Nutr 135, 1382–1386.

88. Bogdarina I, Welham S, King PJ et al. (2007) Epigenetic
modification of the renin-angiotensin system in the fetal
programming of hypertension. Circ Res 100, 520–526.

89. Sinclair KD, Allegrucci C, Singh R et al. (2007) DNA
methylation, insulin resistance, and blood pressure in off-
spring determined by maternal periconceptional B vitamin

and methionine status. Proc Natl Acad Sci USA 104,
19351–19356.

90. Fraga MF, Ballestar E, Paz MF et al. (2005) Epigenetic
differences arise during the lifetime of monozygotic twins.
Proc Natl Acad Sci USA 102, 10604–10609.

91. Drake AJ, Walker BR & Seckl JR (2005) Intergenerational
consequences of fetal programming by in utero exposure to
glucocorticoids in rats. Am J Physiol Regul Integr Comp
Physiol 288, R34–R38.

92. Harrison M & Langley-Evans SC (2009) Intergenerational
programming of impaired nephrogenesis and hypertension
in rats following maternal protein restriction during preg-
nancy. Br J Nutr (Epublication ahead of print version).

93. Benediktsson R, Lindsay RS, Noble J et al. (1993) Gluco-
corticoid exposure in utero – new model for adult hyper-
tension. Lancet 341, 339–341.

94. Dodic M, Abouantoun T, O’Connor A et al. (2002) Pro-
gramming effects of short prenatal exposure to dex-
amethasone in sheep. Hypertension 40, 729–734.

95. Dodic M, May CN, Wintour EM et al. (1998) An
early prenatal exposure to excess glucocorticoid leads
to hypertensive offspring in sheep. Clin Sci (Lond) 94,
149–155.

96. Levitt NS, Lindsay RS, Holmes MC et al. (1996) Dexa-
methasone in the last week of pregnancy attenuates hippo-
campal glucocorticoid receptor gene expression and
elevates blood pressure in the adult offspring in the rat.
Neuroendocrinology 64, 412–418.

97. Ortiz LA, Quan A, Zarzar F et al. (2003) Prenatal dexa-
methasone programs hypertension and renal injury in the
rat. Hypertension 41, 328–334.

98. Burrage D, Green LR, Moss TJM et al. (2008) The carotid
bodies influence growth responses to moderate maternal
undernutrition in late-gestation fetal sheep. BJOG 115,
261–268.

99. Edwards LJ & McMillen IC (2001) Maternal undernutrition
increases arterial blood pressure in the sheep fetus during
late gestation. J Physiol 533, 561–570.

100. Cleal JK, Poore KR, Newman JP et al. (2007) The effect of
maternal undernutrition in early gestation on gestation
length and fetal and postnatal growth in sheep. Pediatr Res
62, 422–427.

101. Bispham J, Gopalakrishnan G, Dandrea J et al. (2003)
Maternal endocrine adaptation throughout pregnancy to
nutritional manipulation: consequences for maternal plasma
leptin and cortisol and the programming of fetal adipose
tissue development. Endocrinology 144, 3575–3585.

102. Langley-Evans S, Phillips G, Benediktsson R et al. (1996)
Protein intake in pregnancy, placental glucocorticoid meta-
bolism and the programming of hypertension in the rat.
Placenta 17, 169–172.

103. Bertram C, Trowern AR, Copin N et al. (2001) The mater-
nal diet during pregnancy programs altered expression of
the glucocorticoid receptor and type 2 11 beta-hydro-
xysteroid dehydrogenase: Potential molecular mechanisms
underlying the programming of hypertension in utero.
Endocrinology 142, 2841–2853.

104. McMullen S, Osgerby JC, Thurston LM et al. (2004)
Alterations in placental 11 beta-hydroxysteroid dehy-
drogenase (11 betaHSD) activities and fetal cortisol :corti-
sone ratios induced by nutritional restriction prior to
conception and at defined stages of gestation in ewes.
Reproduction 127, 717–725.

105. Whorwood CB, Firth KM, Budge H et al. (2001) Maternal
undernutrition during early to midgestation programs tissue-
specific alterations in the expression of the glucocorticoid
receptor, 11 beta-hydroxysteroid dehydrogenase isoforms,

318 S. McMullen and A. Mostyn

P
ro
ce
ed
in
gs

o
f
th
e
N
u
tr
it
io
n
So

ci
et
y

https://doi.org/10.1017/S0029665109001396 Published online by Cambridge University Press

https://doi.org/10.1017/S0029665109001396


and type 1 angiotensin II receptor in neonatal sheep.
Endocrinology 142, 2854–2864.

106. McMullen S & Langley-Evans SC (2005) Maternal low-
protein diet in rat pregnancy programs blood pressure
through sex-specific mechanisms. Am J Physiol Regul
Integr Comp Physiol 288, R85–R90.

107. Fowden AL, Li J & Forhead AJ (1998) Glucocorticoids
and the preparation for life after birth: are there long-
term consequences of the life insurance? Proc Nutr Soc 57,
113–122.

108. Aihie Sayer A, Dunn R, Langley-Evans S et al. (2001)
Prenatal exposure to a maternal low protein diet shortens
life span in rats. Gerontology 47, 9–14.

109. Langley-Evans SC & Sculley DV (2006) The association
between birthweight and longevity in the rat is complex and
modulated by maternal protein intake during fetal life.
FEBS Lett 580, 4150–4153.

110. Chia R, Achilli F, Festing MFW et al. (2005) The origins
and uses of mouse outbred stocks. Nat Genet 37, 1181–
1186.

111. Langenveld J, Lu FX, Bytautiene E et al. (2008) In utero
programming of adult vascular function in transgenic mice
lacking low-density lipoprotein receptor. Am J Obstet
Gynecol 199, 165.e1–165.e5.

112. Goharkhay N, Sbrana E, Gamble PK et al. (2007) Charac-
terization of a murine model of fetal programming of
atherosclerosis. Am J Obstet Gynecol 197, 416.e1–416.e5.

113. Longo M, Jain V, Vedernikov YP et al. (2005) Fetal origins
of adult vascular dysfunction in mice lacking endothelial
nitric oxide synthase. Am J Physiol Regul Integr Comp
Physiol 288, R1114–R1121.

114. Groot PHE, vanVlijmen BJM, Benson GM et al. (1996)
Quantitative assessment of aortic atherosclerosis in
APOE*3 Leiden transgenic mice and its relationship to
serum cholesterol exposure. Arterioscler Thromb Vasc Biol
16, 926–933.

115. Yates Z, Tarling E, Langley-Evans SC et al. (2008) Ma-
ternal undernutrition programmes atherosclerosis in the
ApoE*3-Leiden mouse. Br J Nutr (Epublication ahead of
print version).

116. Rutland CS, Latunde-Dada AO, Thorpe A et al. (2007)
Effect of gestational nutrition on vascular integrity in the
murine placenta. Placenta 28, 734–742.

117. Stoltzfuz R (2003) Iron deficiency: global prevalence and
consequences. Food Nutr Bull 24, Suppl., S99–S103.

118. Andersen HS, Gambling L, Holtrop G et al. (2006) Mater-
nal iron deficiency identifies critical windows for growth
and cardiovascular development in the rat postimplantation
embryo. J Nutr 136, 1171–1177.

119. Gambling L, Dunford S, Wallace DI et al. (2003) Iron
deficiency during pregnancy affects postnatal blood pressure
in the rat. J Physiol 552, 603–610.

120. Zhang JL, Lewis RM, Wang CL et al. (2005) Maternal
dietary iron restriction modulates hepatic lipid metabolism
in the fetuses. Am J Physiol Regul Integr Comp Physiol 288,
R104–R111.

121. Brawley L, Itoh S, Torrens C et al. (2003) Dietary protein
restriction in pregnancy induces hypertension and vascular
defects in rat male offspring. Pediatr Res 54, 83–90.

122. Calder PC & Yaqoob P (2000) The level of protein and type
of fat in the diet of pregnant rats both affect lymphocyte
function in the offspring. Nutr Res 20, 995–1005.

123. Khan LY, Taylor PD, Dekou V et al. (2003) Gender-linked
hypertension in offspring of lard-fed pregnant rat. Hyper-
tension 41, 168–175.

124. Chen H, Simar D, Lambert K et al. (2008) Maternal and
postnatal overnutrition differentially impact appetite

regulators and fuel metabolism. Endocrinology 149, 5348–
5356.

125. Bayol SA, Farrington SJ & Stickland NC (2007) A ma-
ternal ‘junk food’ diet in pregnancy and lactation pro-
motes an exacerbated taste for ‘junk food’ and a greater
propensity for obesity in rat offspring. Br J Nutr 98, 843–
851.

126. Bayol SA, Simbi BH & Stickland NC (2005) A ma-
ternal cafeteria diet during gestation and lactation promotes
adiposity and impairs skeletal muscle development and
metabolism in rat offspring at weaning. J Physiol 567, 951–
961.

127. Samuelsson AM, Matthews PA, Argenton M et al. (2008)
Diet-induced obesity in female mice leads to offspring
hyperphagia, adiposity, hypertension, and insulin resistance:
A novel murine model of developmental programming.
Hypertension 51, 383–392.

128. Daenzer M, Ortmann S, Klaus S et al. (2002) Prenatal high
protein exposure decreases energy expenditure and in-
creases adiposity in young rats. J Nutr 132, 142–144.

129. Ryan BC & Vandenbergh JG (2002) Intrauterine position
effects. Neurosci Biobehav Rev 26, 665–678.

130. Vomsaal FS, Quadagno DM, Even MD et al. (1990) Para-
doxical effects of maternal stress on fetal steroids and
postnatal reproductive traits in female mice from different
intrauterine positions. Biol Reprod 43, 751–761.

131. Rodel HG, Prager G, Stefanski V et al. (2008) Separating
maternal and litter-size effects on early postnatal growth in
two species of altricial small mammals. Physiol Behav 93,
826–834.

132. Agnish ND & Keller KA (1997) The rationale for culling of
rodent litters. Fundam Appl Toxicol 38, 2–6.

133. Kwong WY, Osmond C & Fleming TP (2004) Support for
Barker hypothesis upheld in rat model of maternal under-
nutrition during the preimplantation period: application of
integrated ‘random effects’ statistical model. Reprod Bio-
med Online 8, 574–576.

134. Walters E & Edwards RG (2004) Further thoughts regarding
evidence offered in support of the ‘Barker hypothesis’.
Reprod Biomed Online 9, 129–131.

135. Osmond C, Kwong W & Fleming TP (2005) Statistical
analysis of data in support of the Barker hypothesis, ad-
vantages of using random effects regression model in hier-
archical data. Reprod Biomed Online 10, 152–153.

136. Festing MFW (2006) Design and statistical methods
in studies using animal models of development. ILAR J 47,
5–14.

137. Welham SJ, Wade A & Woolf AS (2002) Maternal low
protein diet up to the initiation of metanephrogenesis causes
glomerular deficits. J Am Soc Nephrol 13, 301A.

138. Rothwell NJ & Stock MJ (1979) Regulation of energy-
balance in 2 models of reversible obesity in the rat. J Comp
Physiol Psychol 93, 1024–1034.

139. Shafat A, Murray B & Rumsey D (2009) Energy density in
cafeteria diet induced hyperphagia in the rat. Appetite 52,
34–38.

140. Crozier SR, Robinson SM, Borland SE et al. (2006) Dietary
patterns in the Southampton Women’s Survey. Eur J Clin
Nutr 60, 1391–1399.

141. Kant AK (2004) Dietary patterns and health outcomes. J Am
Diet Assoc 104, 615–635.

142. Buettner R, Scholmerich J & Bollheimer LC (2007) High-
fat diets: Modeling the metabolic disorders of human
obesity in rodents. Obesity 15, 798–808.

143. Corbett SW, Stern JS & Keesey RE (1986) Energy expen-
diture in rats with diet-induced obesity. Am J Clin Nutr 44,
173–180.

Animal models of developmental programming 319

P
ro
ce
ed
in
gs

o
f
th
e
N
u
tr
it
io
n
So

ci
et
y

https://doi.org/10.1017/S0029665109001396 Published online by Cambridge University Press

https://doi.org/10.1017/S0029665109001396


144. Faust IM, Johnson PR, Stern JS et al. (1978) Diet-induced
adipocyte number increase in adult rats – new model of
obesity. Am J Physiol 235, E279–E286.

145. Youngren JF, Paik J & Barnard RJ (2001) Impaired insulin-
receptor autophosphorylation is an early defect in fat-fed,
insulin-resistant rats. J Appl Physiol 91, 2240–2247.

146. Yaqoob P, Sherrington EJ, Jeffery NM et al. (1995) Com-
parison of the effects of a range of dietary lipids upon serum
and tissue lipid composition in the rat. Int J Biochem Cell
Biol 27, 297–310.

147. Miller ER & Ullrey DE (1987) The pig as a model for
human nutrition. Annu Rev Nutr 7, 361–382.

148. Prentice AM & Prentice A (1995) Evolutionary and envir-
onmental influences on human lactation. Proc Nutr Soc 54,
391–400.

149. De Blasio MJ, Gatford KL, Robinson JS et al. (2007) Pla-
cental restriction of fetal growth reduces size at birth and
alters postnatal growth, feeding activity, and adiposity in the
young lamb. Am J Physiol Regul Integr Comp Physiol 292,
R875–R886.

150. Mostyn A, Litten JC, Perkins KS et al. (2005) Influence of
size at birth on the endocrine profiles and expression of
uncoupling proteins in subcutaneous adipose tissue, lung
and muscle of neonatal pigs. Am J Physiol Regul Integr
Comp Physiol 288, R1536–R1542.

151. Muhlhausler BS, Duffield JA & McMillen IC (2007)
Increased maternal nutrition stimulates peroxisome pro-
liferator activated receptor-g , adiponectin, and leptin mes-
senger ribonucleic acid expression in adipose tissue before
birth. Endocrinology 148, 878–885.

152. van der Peet-Schwering CMC, Kemp B, Binnendijk GP
et al. (2004) Effects of additional starch or fat in late-
gestating high nonstarch polysaccharide diets on litter per-
formance and glucose tolerance in sows. J Anim Sci 82,
2964–2971.

153. Laws J, Litten JC, Laws A et al. (2009) Effect of type
and timing of oil supplements to sows during pregnancy
on the growth performance and endocrine profile of low
and normal birth weight offspring. Br J Nutr 101, 240–
249.

154. Gardner DS, Tingey K, Van Bon BWM et al. (2005) Pro-
gramming of glucose-insulin metabolism in adult sheep

after maternal undernutrition. Am J Physiol Regul Integr
Comp Physiol 289, R947–R954.

155. Costello PM, Rowlerson A, Astaman NA et al. (2008) Peri-
implantation and late gestation maternal undernutrition dif-
ferentially affect fetal sheep skeletal muscle development.
J Physiol 586, 2371–2379.

156. Dickinson H, Walker DW, Cullen-McEwen L et al. (2005)
The spiny mouse (Acomys cahirinus) completes nephro-
genesis before birth. Am J Physiol Renal Physiol 289,
F273–F279.

157. Liggins GC (1969) Premature delivery of foetal lambs
infused with glucocorticoids. J Endocrinol 45, 515–523.

158. Annison EF, Lindsay DB & Nolan JV (2002) Digestion and
metabolism. In Sheep Nutrition, 1st ed., pp. 95–118 [M
Freer and H Dove, editors]. Wallingford, Oxon.: CABI
publishing.

159. Nafikov RA & Beitz DC (2007) Carbohydrate and lipid
metabolism in farm animals. J Nutr 137, 702–705.

160. Symonds ME & Budge H (2009) Nutritional models of the
developmental programming of adult health and disease.
Proc Nutr Soc 68, doi:10.1017/S0029665109001049.

161. Grigore D, Ojeda NB & Alexander BT (2008) Sex differ-
ences in the fetal programming of hypertension. Gend Med
5, Suppl. 1, S121–S132.

162. Weatherall D (2006) The use of non-human primates in
research: A working group report. http://www.acmedsci.ac.
uk/images/project/nhpdownl.pdf

163. Schlabritz-Loutsevitch NE, Howell K, Rice K et al. (2004)
Development of a system for individual feeding of baboons
maintained in an outdoor group social environment. J Med
Primatol 33, 117–126.

164. Dickinson H, Walker DW, Cullen-McEwen L et al. (2005)
The spiny mouse (Acomys cahirinus) completes nephro-
genesis before birth. Am J Physiol Renal Physiol 289,
F273–F279.

165. Dickinson H, Walker DW, Wintour EM et al. (2005)
Dexamethasone treatment during pregnancy programs a low
nephron number in the spiny mouse. Pediatr Res 58, 1043.

166. Spencer KA, Evans NP & Monaghan P (2008) Post-natal
stress in birds: A novel model of glucocorticoid program-
ming of the HPA axis. Endocrinology (Epublication ahead
of print version).

320 S. McMullen and A. Mostyn

P
ro
ce
ed
in
gs

o
f
th
e
N
u
tr
it
io
n
So

ci
et
y

https://doi.org/10.1017/S0029665109001396 Published online by Cambridge University Press

https://doi.org/10.1017/S0029665109001396

