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Abstract

Objective: Gram-positive bacilli represent a diverse species of bacteria that range from commensal flora to pathogens implicated in severe and
life-threatening infection. Following the isolation of Gram-positive bacilli from blood cultures, the time to species identification may take
upward of 24 hours, leaving clinicians to conjecture whether they may represent a contaminant (inadvertent inoculation of commensal flora)
or pathogenic organism. In this study, we sought to identify patient variables that could help predict the isolation of contaminant versus
pathogenic Gram-positive bacilli from blood cultures.

Design: Retrospective cohort study.

Settings: One quaternary academic medical center affiliated with the University of Toronto.

Patients: Adult inpatients were admitted to hospital over a 5-year period (May 2014 to December 2019).

Methods: A total of 260 unique Gram-positive bacilli blood culture results from adult inpatients were reviewed and analyzed in both a
univariable and multivariable model.

Results: Malignancy (aOR 2.78, 95% CI 1.33–5.91, p= 0.007), point increments in the Quick Sepsis Related Organ Failure Assessment score
for sepsis (aOR 2.25, 95% CI 1.50–3.47, p< 0.001), peptic ulcer disease (aOR 5.63, 95% CI 1.43–21.0, p= 0.01), and the receipt of
immunosuppression prior to a blood culture draw (aOR 3.80, 95% CI 1.86–8.01, p< 0.001) were associated with an increased likelihood of
speciating pathogenic Gram-positive bacilli from blood cultures such as Clostridium species and Listeria monocytogenes.

Conclusion: Such predictors can help supplement a clinician’s assessment on determining when empirical therapy is indicated when faced
with Gram-positive bacilli from blood cultures and may direct future stewardship interventions for responsible antimicrobial prescribing.

(Received 10 September 2023; accepted 3 November 2023)

Introduction

Gram-positive bacilli (GPB) refer to amorphologic classification of
bacteria that range from commensal flora to pathogens causing
severe disease.1,2 Due to limitations in microbiologic diagnostics,
species identification of GPB can take upward of 24 hours after
initial blood cultures return positive. In addition, certain Gram
stain morphologies (e.g. box-car) that often can direct micro-
biologists toward organism identification are not readily available
in initial culture reports, nor interpretable by frontline clinicians. It
may therefore be difficult for clinicians to interpret initial positive
blood culture results showing GPB because they may represent
either a contaminant (inadvertent inoculation of blood cultures
with commensal skin flora during venipuncture procedure) or a
pathogen. This, in turn, may lead to an unnecessary provision of
antimicrobial therapy for the former; or impact the timely

initiation of antimicrobial therapy for the latter, an important
component of a patient’s treatment due to the significant
morbidity and mortality associated with bacteremia.3

It is not known whether certain aspects of a patient’s medical
history or clinical presentation increase or decrease the likelihood
of a GPB in the blood representing a pathogenic species (as
opposed to a contaminant). By identifying patient features that
predict a pathogenic species among patients with GPB in the blood,
we hope to provide guidance to clinicians when faced with a
positive blood culture growing GPBs.

Methods

Study setting and design

We conducted a retrospective cohort study of patients admitted to
hospital over a 5-year period (May 2014 to December 2019) who
had blood cultures reported as either Corynebacterium species,
Bacillus species, Brevibacillus species, Paenibacillus species,
Clostridium species, and Listeria monocytogenes. The study was
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conducted at Sunnybrook Health Sciences Centre, a 678-bed,
academic medical center in Toronto, Ontario, Canada.

Blood cultures analyzed in this study were collected either from
peripheral venipuncture or from central sources such as
peripherally inserted central catheters, Hickman lines, central
venous catheters (subclavian, femoral, or internal jugular), or a
port-a-cath. A single blood culture set includes one anaerobic and
one aerobic bottle in which a single blood collection is inoculated.
Organism identification was carried out using Matrix-Assisted
Laser Desorption/Ionization Time-of-Flight Mass Spectrometry.

For the purposes of this study, Corynebacterium, Bacillus,
Brevibacillus, and Paenibacillus species were classified as GPB
contaminants. In addition, to be considered as contaminants,
organisms belonging to these genera must have been isolated from
only a single blood culture set. In the event that a second set became
positive with the same organism within 72 hours, or if the clinician
requested antimicrobial susceptibility testing for the isolate, the
blood culture result was no longer considered to be a contaminant
and therefore excluded from this study. Listeria monoctyogenes and
Clostiridium species that were isolated from blood cultures were
classified as GPB pathogens.

Data collection

A query was performed on an antimicrobial stewardship database
to generate a list of patients who were 18 years of age or older at the
time of blood culture collection and who met the microbiological
criteria stated above. Patients with repeat blood cultures growing
the same GPB from the same hospitalization were not doubly
counted. Beyond identifying the GPB organism, the number of
blood cultures positive, and whether other organisms were
identified in the same culture, the query recorded the age, gender,
and admitting service of the patient under study. Given the time of
the query, the taxonomy of the organisms presented in the study
may not reflect their current classification or categorization. Thus,
in Table 1, where applicable, the latest taxonomy for any identified
organism is provided.

The following information was extracted from the electronic
medical record for each patient identified in the database: medical
conditions defined by the tenth revision of the International
Classification of Diseases diagnostic codes (acute myocardial
infarction, congestive heart failure, peripheral vascular disease,
cerebrovascular disease, dementia, chronic obstructive pulmonary
disease, rheumatologic disease, digestive ulcer, liver disease,
diabetes with and without chronic complications, hemiplegia or
paraplegia, renal disease, solid tumors with and without metastasis,
hematologic malignancy, or human immunodeficiency virus)4,5;
surgery or trauma within 30 days prior to blood culture draw;
presence of foreign implant or device; receipt of immunosuppres-
sion within 90 days prior to blood culture draw (defined as
systemic chemotherapy, corticosteroids at all doses, transplant
anti-rejection mediations, or biologic agents); Quick SOFA (Sepsis
Related Organ Failure Assessment) score (a scoring system for
sepsis where one point is assigned for each of systolic blood
pressure ≤100, respiratory rate ≥22 and GCS <15); and fever
(temperature >38.0 degrees Celsius within 12 hours of cul-
ture draw).

Analysis

A descriptive analysis was carried out for the entire study cohort on
the information extracted above and then stratified based into two
groups: contaminant (Corynebacterium, Bacillus, Brevibacillus,

and Paenibacillus species) and pathogen (Clostridium species and
Listeria monocytogenes). A univariable analysis was conducted
comparing the variables between the two groups to identify any
significant associations; Wilcoxon signed-rank and Chi-square
tests were used to analyze continuous and categorical variables,
respectively. The number of variables included in the multivariable
model was determined using the 10:1 rule andwas chosen using the
backward stepwise selection method. All statistical analyses were
performed using R Statistical Software.

Results

In total, 260 unique Gram-positive bacilli blood culture results
were analyzed in this study. Of these, 46 (17.7%) were identified as
pathogenic organisms (Table 1). The proportion of male to female
patients was similar in both groups (Table 2). Of note, 66 positive
blood cultures growing a GPB belonging to the contaminant group
were excluded because the organism grew in multiple sets, or the
clinician requested antibiotic susceptibility testing on the isolate.

In the univariable analysis, the patient’s age (71.5 vs. 64 years,
p= 0.049) and the presence of malignancy (52.2% vs. 30.8%,
p= 0.010) were associated with an increased likelihood of isolating
a pathogenic versus a contaminant GPB. Furthermore, another
patient factor associated with isolating a pathogenic organism was
receiving immunosuppressive medications within 30 days prior to
the blood culture draw (58.0% vs. 29.9%, p = <0.001).

In the multivariable analysis (Table 3), malignancy (adjusted
odds ratio [aOR] 2.78, 95% CI 1.33–5.91), single point increments
in the Quick SOFA score (aOR 2.25, 95% CI 1.50–3.47), receiving
immunosuppression within 30 days of blood culture draw
(aOR 3.80, 95% CI, 1.86–8.01), and a history of peptic ulcer
disease (aOR 5.63, 95% CI 1.43–21.0) were associated with an
increased odds of speciating a pathogenic GPB. Conversely, a

Table 1. Species of pathogenic and contaminant Gram-positive bacilli isolated
in blood cultures

Grouping Organism
Frequency

(%)

Pathogen Clostridium species 36 (13.8)

C. cadaveris 1

C. clostridioforme (Enterocloster
clostridioformis)

3

C. difficile (Clostridioides difficile) 3

C. indolis (Lacrimispora indolis) 1

C. innocuum 4

C. paraputrificum 3

C. perfringens 7

C. ramosum (Thomasclavelia ramosa) 4

C. septicum 3

C. sordellii (Paeniclostridium sordellii) 1

C. sporogenes 2

C. subterminale 3

C. tertium 1

Listeria monocytogenes 10 (3.8)

Contaminant Corynebacterium, Bacillus, Brevibacillus, and
Paenibacillus species

214 (82.3)
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Table 2. Characteristics of patients with contaminant and pathogenic Gram-positive bacilli isolated in blood cultures

Variable Contaminant Organism (n = 214) Pathogenic Organism (n = 46) p-value

Age (y, IQR) 64.00 (51.25, 79.75) 71.50 (64.00, 79.25) 0.049

Gender (% male) 129 (60.3) 28 (60.9) 1

Co-morbidities (%)

Myocardial infarction 18 (8.4) 5 (10.9) 0.805

Malignancy 66 (30.8) 24 (52.2) 0.010

Cerebrovascular disease 52 (24.3) 5 (10.9) 0.072

Chronic obstructive pulmonary disease or other respiratory disease 17 (7.9) 2 (4.3) 0.591

Congestive heart failure 24 (11.2) 5 (10.9) 1

Dementia 18 (8.4) 2 (4.3) 0.527

Diabetes 55 (25.7) 11 (23.9) 0.947

Hemiplegia or Paraplegia 12 (5.6) 1 (2.2) 0.551

HIV 1 (0.5) 0 (0.0) 1

Liver disease 18 (8.4) 8 (15.2) 0.252

Peripheral vascular disease 17 (7.9) 3 (6.5) 0.981

Chronic kidney disease 30 (14.0) 8 (17.4) 0.721

Peptic ulcer disease 10 (4.7) 5 (10.9) 0.198

Trauma (within 30 days) 68 (31.8) 8 (17.4) 0.180

Surgery (within 30 days) 76 (35.5) 11 (23.9) 0.077

Receipt of immunosuppression 64 (29.9) 29 (58.0) <0.001

Presence of foreign material

Orthopedic implant 38 (17.8) 6 (13.0) 0.578

Central venous catheter 116 (54.2) 30 (65.2) 0.229

Endovascular implant 15 (7.0) 6 (13.0) 0.287

Other implant or tubes 40 (18.7) 5 (10.0) 0.290

Number of blood culture sets drawn 0.306

1 50 (23.4) 16 (35.0)

2 143 (66.8) 24 (52.2)

3 18 (8.4) 5 (10.9)

4 3 (1.4) 1 (2.2)

Number of blood culture sets positive <0.001

1 of 4 3 (1.4) 1 (2.2)

1 of 3 18 (8.4) 3 (6.5)

1 of 2 142 (66.4) 13 (28.3)

1 of 1 51 (23.8) 16 (34.8)

2 of 3 0* 2 (4.3)

2 of 2 0* 11 (23.9)

Polymicrobial blood culture 48 (22.4) 16 (34.8) 0.115

Presence of fever (>38 C) within 12 hours of blood culture collection 116 (54.2) 21 (45.7) 0.373

Quick SOFA Score 0.038

0 62 (29.0) 6 (13.0)

1 71 (33.2) 16 (34.8)

2 71 (33.2) 18 (39.1)

3 10 (4.7) 6 (13.0)

Note. HIV, human immunodeficiency virus; IQR, interquartile range; SOFA, sepsis-related organ failure assessment. *Multiple blood culture positivity for contaminant group organisms was
excluded as part of the study methodology.
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diagnosis of cerebrovascular disease (aOR 0.29, 95% CI 0.09–0.76)
conferred lower odds of speciating a pathogenic GPB.

Discussion

Our study aimed to elucidate if certain patient factors would
help predict whether a Gram-positive bacillus isolated in a
positive blood culture is ultimately identified as an organism
considered a pathogen versus a contaminant. Several patient
variables supported this hypothesis. Malignancy, increasing
Quick SOFA scores, the receipt of immunosuppressive
medications, and a history of peptic ulcer disease all indicate
a higher likelihood of isolating a species of pathogenic Gram-
positive bacilli in the form of Clostridium or Listeria
monocytogenes.

The existing body of literature supports findings from our study.
For speciating a pathogenic GPB, the receipt of immunosuppression
in the period prior to a blood culture draw reflects an adjusted odds
ratio of 3.80 (95% CI 1.86–8.01). Immunosuppression has been
associated with an increased risk of Clostridium and Listeria
monocytogenes bacteremia.6–8 Patients may be predisposed through
several mechanisms. Beyond dampening the robustness of an
immune response, gut mucositis is a common complication of
chemotherapy9 and mucosal ulceration is a known side effect of
prolonged corticosteroid therapy.

As noted above, ulceration of the epithelium in the upper
gastrointestinal tract may account for direct translocation of
microbiota from the gut lumen into the bloodstream. However,
peptic ulcer disease may also increase the risk of a pathogenic
GPB bacteremia by way of proton pump inhibitor (PPI) use.
Gillespie et al. studied the epidemiology of listeriosis in England
andWales between 2001 and 2007 and found that the use of acid-
suppressing therapies was associated with bacteremias and,
moreover, that bacteremic infections with Listeria monocytogenes
over that period followed the same upward trajectory as did the
prescribing patterns of PPIs.10 While the mechanism remains
poorly understood, it is widely accepted that the gastrointestinal
tract is a primary reservoir for opportunistic bacteria, and several
studies have linked PPIs and states of reduced gastric acid
secretion with luminal bacterial overgrowth.11–15

Patients who are older are more prone to develop infections.16

Evidence by Martin et al.17 suggests that those above the age of 60
have a 13-fold higher relative risk of infection, and bacteremia
accounts for almost 7% of infections in older adults.18 Factors such
as comorbid illnesses, immunosenescence, nutritional deficiency,
recent instrumentation, and frequent institutionalization place this

patient population at an increased risk of bacteremia.19 Although age
was not significant in our multivariable analysis, increasing with age
is the risk of malignancy, which we found would predict isolating a
pathogenic GPB. Interestingly, studies by Justesen et al.20 and
Kwong et al.21 found an association between the denovo diagnosis of
colonic neoplasms following the presence of Clostridial species in
blood cultures.

Furthermore, a study by Routsi et al.22 examined whether a
SOFA score on the day of admission to the intensive care unit
could predict the occurrence of a subsequent bacteremia. Their
analysis of over 185 patients found that SOFA scores were
independently associated with the occurrence of bacteremia
(OR = 1.20, 95% CI: 1.11–1.26, p < 0.001), with admission scores
being higher in those who developed bacteremia compared to
those who did not (8.7 ± 2.7 vs 6.9 ± 3.3, p < 0.001). Together,
with several other studies23–25 that support the notion that higher
scores on validated organ failure assessment tools are associated
with a higher mortality in patients with bloodstream infections,
these findings mirror our study in that every incremental point in
a patient’s Quick SOFA score was found to increase the likelihood
of isolating a pathogenic GPB from a blood culture. The clinical
relevance of objective measurements, such as age and Quick
SOFA scores, is extended even greater importance to the
outcomes in elderly patients as their clinical presentations of
bloodstream infections are very often atypical.26,27

Though a phenomenon of post-stroke infection is docu-
mented,28 and is thought to result from dysregulation of the
sympathetic nervous system resulting in altered gut permeability
and bacterial translocation into sterile tissues inmousemodels, it is
unclear to us why the presence of cerebrovascular disease increased
the likelihood of blood cultures returning positive for contami-
nant GPBs.

What distinguishes our studies from others is that it is among
the first to characterize patient variables that are associated with
the isolation of certain pathogenic Gram-positive bacilli in blood
cultures. Furthermore, the study sample was analyzed across a
large spectrum of co-morbidity, and over a prolonged timeframe
prior to blood culture draw, allowing for the detection of various
factors that would contribute to what many clinicians consider an
indolent disease course.

Our study had several limitations. The single-center nature of
this study limits its generalizability to other institutions where
venipuncture (which will affect rates of blood culture contami-
nation) practices differ. We also suspect that these results will have
some limits to generalizability in highly immunocompromised
populations, where some typically nonpathogenic bacteria may be
associated with true infection. Other variables associated with
pathogenic GPB bacteremia (such as more subjective elements of
the clinical presentation and nuanced morphology of the Gram
stain) were not collected during the study; and due to limitations in
sample size and outcome frequency, not all confounding variables
may have been accounted for in the multivariable analysis.
Furthermore, contaminant organisms that were isolated in
multiple blood culture sets, or for whom antimicrobial suscep-
tibilities were requested, were excluded. As a result, this study is
unable to characterize patient factors that may predispose patients
to developing a bloodstream infection due to organisms typically
regarded as contaminants. Lastly, as pathogenic GPBs were
analyzed collectively, the nuance of clinical variables that lead to
the identification of one specific organism over another may not
have been captured.

Table 3. Multivariable analysis examining predictors of a pathogenic versus
contaminant species when Gram-positive bacilli are isolated in blood cultures

Variable
Adjusted
odds ratio

95% confidence
interval p-value

Malignancy 2.78 1.33–5.91 0.007

Quick SOFA Score (per 1
point increment)

2.25 1.50–3.47 <0.001

Receipt of
immunosuppression

3.80 1.86–8.01 <0.001

Cerebrovascular disease 0.29 0.09–0.76 0.02

Peptic ulcer disease 5.63 1.43–21.0 0.01
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Conclusion

This study identifies patient variables that strongly predict the
speciation of certain pathogenic Gram-positive bacilli following
Gram stain, and can help guide clinicians in determining whether
empirical therapy is warranted while final blood culture results are
pending. Furthermore, findings from this study may help identify
future stewardship interventions should inappropriate empiric
antibiotic prescribing be identified in this patient population,
meriting a focus of future research.

Data availability statement. The dataset—while not made available to any
clinical data repository—can be requested through contact with the
corresponding author.

Acknowledgments. No assistance for this article was received from
organizations or individuals outside of the listed authorship.

Author contribution.A.S., N.D., and P.W.L. conceived and designed the work.
A.S. andM.E. performed the data extraction. A.S. and P.W.L. analyzed the data.
A.S. and P.W.L. drafted the manuscript. A.S., M.E., N.D., and P.W.L. revised it
critically for important intellectual content.

Financial support. None reported.

Competing interests.All authors report no conflicts of interest relevant to this
article.

References

1. Sixto MLJ, Jones M, Gilligan PH. Clinical significance of commensal Gram-
positive rods routinely isolated from patient samples. J Clin Microbiol
2016;54:2928–2936.

2. Könönen E, Wade WG. Actinomyces and related organisms in human
infections. Clin Microbiol Rev 2015;28:419–442.

3. Coburn B, Morris AM, Tomlinson G, Detsky AS. Does this adult patient
with suspected bacteremia require blood cultures? JAMA
2012;308:502–511.

4. Centers for Disease Control and Prevention. ICD-10-CM Guidelines for
Coding and Reporting, 2021.

5. World Health Organization. International Statistical Classification of
Diseases and Related Health Problems, 10th revision, Volume 2, 2019.

6. Bonda S, Lee K, Rovig J, Asad S. Clostridium bacteremia and its
implications: A case report. IDCases 2022;29:e01516.

7. Yamamoto Y, Itoh N, Sugiyama T, Kurai H. Clinical features of clostridium
bacteremia in cancer patients: A case series review. J Infect Chemother
2020;26:92–94.

8. Suarez MM, Bautista RM, Almela M, et al. Listeria monocytogenes
bacteremia: analysis of 110 episodes. Med Clin (Barc) 2007;129:218–21.

9. Dahlgren D, SjöblomM, Hellström PM, Lennernas H. Chemotherapeutics-
induced intestinal mucositis: Pathophysiology and potential treatment
strategies. Front Pharmacol 2021;12:e681417.

10. Gillespie IA, McLauchlin J, Little CL, et al. Disease presentation in relation
to infection foci for non-pregnancy-associated human Listeriosis in
England and Wales, 2001 to 2007. J Clin Microbiol 2009;47:3301–3307.

11. Williams C, McColl KEL. Review article: Proton pump inhibitors and
bacterial overgrowth. Aliment Pharmacol Ther 2006;23:3–10.

12. Saltzman JR, Kowdley KV, Pedrosa MC, et al. Bacterial overgrowth
without clinical malabsorption in elderly hypochlorhydric subjects.
Gastroenterology 1994;106:615–623.

13. Theisen J, Nehra D, Citron D, et al. Suppression of gastric acid secretion in
patients with gastroesophageal reflux disease results in gastric bacterial
overgrowth and deconjugation of bile acids. J Gastrointest Surg 2000;4:50–54.

14. Pereira SP, Gainsborough N, Dowling RH. Drug-induced hypochlorhydria
causes high duodenal bacterial counts in the elderly. Aliment Pharmacol
Ther 1998;12:99–104.

15. Fried M, Siegrist H, Frei R, et al. Duodenal bacterial overgrowth during
treatment in outpatients with omeprazole. Gut 1994;35:23–26.

16. Van Duin D. Diagnostic challenges and opportunities in older adults with
infectious diseases. Clin Infect Dis 2012;54:973–978.

17. Martin GS, Mannino DM, Moss M. The effect of age on the development
and outcome of adult sepsis. Crit Care Med 2006;34:15–21.

18. Mayr FB, Yende S, Linde-Zwirble WT, et al. Infection rate and acute organ
dysfunction risk as explanations for racial differences in severe sepsis. JAMA
2010;303:2495–2503.

19. Girard TD, Opal SM, Ely EW. Insights into severe sepsis in older patients:
from epidemiology to evidence-based management. Clin Infect Dis
2005;40:719–727.

20. Justesen US, Nielsen SL, Jensen TG, et al. Bacteremia with anaerobic
bacteria and association with colorectal cancer: A population-based cohort
study. Clin Infect Dis 2022;75:1747–1753.

21. Kwong TNY, Wang X, Nakatsu G, et al. Association between bacteremia
from specific microbes and subsequent diagnosis of colorectal cancer.
J Gastro 2018;155:383–390.

22. Routsi C, Pratikaki M, Sotiropoulou C, et al. Application of the Sequential
Organ Failure Assessment (SOFA) score to bacteremic ICU patients.
Infection 2007;35:240–244.

23. Battle SE, Shuping M, Withers S, Justo JA, Bookstaver PB, Al-Hasan MN.
Prediction of mortality in staphylococcus aureus bloodstream infection
using quick Pitt bacteremia score. J Infect 2022;84:131–135.

24. Hernández-Quiles R, Merino-Lucas E, Boix V, et al. Bacteraemia and Quick
Sepsis Related Organ Failure Assessment (QSOFA) are independent risk
factors for long-term mortality in very elderly patients with suspected
infection: Retrospective cohort study. BMC Infect Dis 2022;22:248.

25. Minejima E, Delayo V, Lou M, et al. Utility of QSOFA score in identifying
patients at risk for poor outcome in Staphylococcus aureus bacteremia.
BMC Infect Dis 2019;19:149.

26. Hyernard C, Breining A, Duc S, et al.Atypical presentation of bacteremia in
older patients is a risk factor for death. Am J Med 2019;132:1344–1352.

27. Wester AL, Dunlop O, Melby KK, Dahle UR, Wyller TB. Age-related
differences in symptoms, diagnosis and prognosis of bacteremia. BMC
Infect Dis 2013;13:346.

28. Stanley D, Mason LJ, Mackin KE et al. Translocation and dissemination of
commensal bacteria in post-stroke infection. Nat Med 2016;22:1277–1284.

Antimicrobial Stewardship & Healthcare Epidemiology 5

https://doi.org/10.1017/ash.2023.506 Published online by Cambridge University Press

https://doi.org/10.1017/ash.2023.506

	Patient predictors of pathogenic versus commensal Gram-positive bacilli organisms isolated from blood cultures
	Introduction
	Methods
	Study setting and design
	Data collection

	Analysis
	Results
	Discussion
	Conclusion
	References


