
life cycle, sometimes fatal but often address able once identified,
include a lack of buy-in from potential product users, a lack of plan-
ningabout integration into clinical workflow, inadequately labeled
data, and attempting to use machine learning when what is desired
is really a causal model for intervening. Recommendations for projects
later in the AI life cycle include details of a testing plan (silent
evaluation, pragmatic clinical trials), advice about clinical integration,
both post-hoc and on going auditing for performance disparities, and
planning for regulatory clearance. DISCUSSION/SIGNIFICANCE:
Advising is more valuable for projects at the ideation phase, when
multi disciplinary interrogation can identify weaknesses. But at all
phases, projects have gaps related to a lack of specific disciplinary
expertise. A multi disciplinary cluster like the AI Translation
Advisory Board seeks to address these gaps.

563
Team Science to Assess Effectiveness and Impact in
Public Healthcare Delivery System Contracting
Vladimir Manuel1, Moira Inkelas2 and Brandon Shelton1
1University of California Los Angeles and 2UCLA Fielding School of
Public Health and UCLA CTSI

OBJECTIVES/GOALS: Healthcare organizations and payers are
moving from accountability to effectiveness frameworks. Static ven-
dor contracts for full-scale implementation limit organizations' abil-
ity to evaluate impact before scale-up, or to iteratively improve. Our
team science innovation employs science and learning methods as
systems engage vendors. METHODS/STUDY POPULATION:
Our team science innovation is a method to assess and model impact
of interventions at scale in healthcare delivery systems. We are inte-
grating expertise in learning processes of an academic medical center
(UCLA CTSI) with the organizational knowledge and methodologi-
cal expertise of the nation’s largest Medicaid managed care plan (LA
Care Health Plan), which has over 2 million members. The LA Care
Advanced Analytics Lab has unique capability in machine learning,
while enables deep learning of variation. Our innovative product is a
template to quickly mobilize evaluation and learning for a diverse
population in a varied and distributed delivery system. The template
design enables rapid learning for the full-scale policy implementa-
tion often imposed by government, and in the short timeframes
involved. RESULTS/ANTICIPATED RESULTS: LA Care and the
UCLACTSI partnered to provide subjectmatter expertise and design
effective pilots for interventions such as transitional care services,
complex care management, and physician home visit strategies,
accounting for confounding factors affecting the intervention and
outcome. So far, collaborative modeling and design has produced
a successful pilot of a physician home visit program intended to
reduce avoidable emergency department visits. This pilot quickly
revealed several major changes that would need to be incorporated
for the contracted vendor to produce results if operated at scale, fur-
ther informed by machine learning, in sufficient time to inform the
contracting process. There are multiple evolving applications,
including housing/homelessness. DISCUSSION/SIGNIFICANCE:
Integrating the large data and analytics of a large healthcare organi-
zation with learning methods from the CTSI – including learning
from variation and designs for studying impact during scale-up –
fosters academic-community team science that could significantly
improve the value of our largest delivery systems, public and
commercial.

564
Platelets and Leukocytes Interact to Modulate
Inflammation in Patients with CKD
Nishank Jain, Rajshekhar Kore, John M Arthur, Jerry Ware and
Rupak Pathak
UAMS

OBJECTIVES/GOALS: Platelets interact with leukocytes in the cir-
culation to modulate inflammation in chronic diseases. In previous
clinical study, we showed that platelet leukocyte interaction is
reduced in the circulation of patients with CKD. Preclinical studies
are needed to show whether these findings are a precursor to or a
result of CKD. METHODS/STUDY POPULATION: We used
mouse models (wild type and platelet-defect) and induced CKDwith
intraperitoneal cisplatin injections. We measured platelet leukocyte
interactions before and after CKD induction in the two models.
RESULTS/ANTICIPATED RESULTS: We found platelet-leukocyte
interaction to reduce after CKD induction in both wild type and
platelet-defect mice. This coincided with a pro-inflammatory state
in these mice, as measured by serum TNFalpha levels. Specifically,
pro-inflammatory state was exacerbated in CKD of mice with
platelet-defects compared to the wild type. DISCUSSION/
SIGNIFICANCE: These findings recapitulate translational findings
in human CKD samples and confirm that CKD state results in
reduced platelet-leukocyte interactions in the circulation, and this
change imparts a pro-inflammatory state in the CKD state.

565
Empowering Community Organizations with the Team
Science Community Toolkit
Madison L. Hartstein1, Sheila Sanders2, Angela E. Jordan3,
Joanne Glenn4, Kareem Butler5, Ontisar Freelain6, Arielle Guzman7,
Candace Henley8, TaLana Hughes9, Héctor Torres10, Kimberly
M. Williams11, Stephanie Schmitz Bechteler12, Megha A. Patel1,
David A. Moskowitz13, Rana K. Mazzetta1, Heather J. Risser1 and
Bonnie Spring1
1Northwestern Univesrity; 2SS Clarity LLC; 3University of South
Alabama; 4W.O.T. Foundation; 5Chicago Appleseed Center for Fair
Courts; 6Health Research and Awareness NFP; 7Chicago Medical
Organization for Latino Advancement; 8The Blue Hat Foundation;
9Sickle Cell Disease Association of Illinois; 10Colibri Counseling;
11Erie Family Health Centers; 12Chicago Urban League and
13University of Chicago

OBJECTIVES/GOALS: To introduce the new Team Science
Community Toolkit, co-created by community and academic part-
ners, and showcase its potential to empower Community
Organizations (COs) in achieving equity in community-engaged
research (CER). METHODS/STUDY POPULATION: In response
to the challenges faced by COs in CER collaborations, qualitative
interviews were conducted with CO staff from historically margin-
alized communities. These interviews informed the development
of the Team Science Community Toolkit, a collaborative effort
involving a Community Advisory Board (CAB) and Team Science
experts from Northwestern University. The toolkit, designed using
a community-based participatory research approach, incorporates
the Science of Team Science and User-Centered Design principles.
Integrated into the NIH-sponsored COALESCE website, it includes

168 JCTS 2024 Abstract Supplement

https://doi.org/10.1017/cts.2024.481 Published online by Cambridge University Press

https://doi.org/10.1017/cts.2024.481


templates, checklists, and interactive tools, along with a real-world
simulation, to support COs in all stages of the research process.
RESULTS/ANTICIPATED RESULTS: Focus groups and usability
testing involving external community experts validated the toolkit’s
content and usability. Participants expressed enthusiasm and a sense
of empowerment, indicating that the toolkit allows them to actively
shape research processes and infuse their specific voices and needs
into their partnerships. The toolkit is designed to support breaking
down barriers like jargon and cultural adaptability to improve
accessibility and open conversation. The impact of this Team
Science focused toolkit is under evaluation. This presentation will
showcase the toolkit, detail its collaborative development, and
explore potential applications, ultimately offering a path to more
equitable and valuable community-based research. DISCUSSION/
SIGNIFICANCE: By providing COs with the resources and knowl-
edge to participate as equal partners in research collaborations, it
enhances self-advocacy, transparency, and equity. The toolkit has
the potential to utilize Team Science to foster productive communi-
cation in community-academic research partnerships.

566
Formative Findings from a Dissemination and
Implementation (D&I) Study of TeamMAPPS, an
Evidence-Based Team Science Curriculum Designed for
CTSA Hubs
Stephen Molldrem1, Elizabeth J. Lyons1, Jeffrey S. Farroni1,
Kevin Wooten1,2 and Heidi Luft1
1The University of Texas Medical Branch at Galveston and 2The
University of Houston Clear Lake

OBJECTIVES/GOALS: We are using ethnographic methods and
Dissemination and Implementation (D&I) frameworks to study bar-
riers and facilitators to implementing ‘TeamMAPPS: TeamMethods
to Advance Processes and Performance in Science.’ TeamMAPPS is
an evidence-based Team Science curriculum deployed as five online
modules and being implemented across CTSA hubs. METHODS/
STUDY POPULATION: For this pre-implementation study, we
used the Implementation Mapping framework to understand likely
barriers and facilitators, with the aim of designing implementation
strategies and long-term outcome measures. Data included field
notes from a two-day train-the-trainer, one visit to a key implement-
ing site, and 27 interviews. Participants were four TeamMAPPS
conceptualizers, four module designers, and 15 implementers from
seven implementing sites, each with a CTSA hub (four were inter-
viewed twice). We coded transcripts using the Consolidated
Framework for Implementation Research (CFIR) to identify contex-
tual barriers and facilitators to D&I, the Reach, Effectiveness,
Adoption, Implementation, and Maintenance (RE-AIM) D&I
outcomes framework, and target competencies of TeamMAPPS.
RESULTS/ANTICIPATED RESULTS: Priority D&I outcomes that
emerged were adoption, reach, and effectiveness. Potential bar-
riers/facilitators to “adoption” included institutional willingness to
incentivize scientists to utilize TeamMAPPS, support for Team

Science at CTSAs, and systems of rewards for scientists to undergo
trainings. Anticipated barriers/facilitators for “reach” were closely
tied to adoption, such as institutions’ ability to persuade or require
scientists to take trainings. Other issues relevant to reach included
the time it takes to time to complete TeamMAPPS and potentially
fraught intra-team dynamics arising if modules are implemented
as a whole-team intervention. Anticipated barriers/facilitators for
“effectiveness” included having adequate tools to assess actual
impact. DISCUSSION/SIGNIFICANCE: TeamMAPPS has the
potential to accelerate advances in translational sciences across the
CTSA consortium. As this D&I study proceeds we will continue
Implementation Mapping and use the Expert Recommendations
for Implementing Change (ERIC) to develop bundles of imple-
menter-informed strategies to the effectively deliver TeamMAPPS
among CTSAs.

567
Multigenerational impacts on DNA methylation
signatures in autism spectrum disorder
George Eusebio Kuodza1, Ray Kawai1, Yunin J.L. Rodriguez1,
Julia S. Mouat1, Sophia M. Hakam2, Timothy N. Sullivan1, Cole
R. Torvick1, Deborah Bennett1, Irva Hertz-Picciotto1 and Janine
M. LaSalle1
1UNIVERSITY OF CALIFORNIA, DAVIS and 2UC Berkeley

OBJECTIVES/GOALS: to investigate the potential impact of grand-
parental factors and multigenerational epigenetic inheritance on the
development of ASD METHODS/STUDY POPULATION: Our
study recruited participants from the CHARGE (Child Autism
Risks from Genetics and the Environment) study, including grand-
parents, parents, and children. A questionnaire was used to gather
information about the participants’ exposure to environmental fac-
tors. Saliva samples werecollected from 349 participants. Newborn
dried blood spotsfrom probands and parents are still being collected
from the California New born Registry. DNAwas extracted from 349
saliva samples from 85 families and subjected to whole genome
bisulfite sequencing (WGBS) to analyze DNA methylation.
Sequence alignments and bioinformatic analyses will be performed
using R packages called DMRichR and Comethyl. RESULTS/
ANTICIPATED RESULTS: Sequence alignments and bioinformatic
analyses are ongoing, utilizing DMRichR to identify individual
genomic loci associated with ASD in each of the three generations
and Comethyl to compare correlation patterns between methylation
marks and selected variables, including grand parental exposures.
New born blood spot collections of parents and probands are
ongoing and will be used to identify potential ASD epigenomic
signatures that are tissue and life-stage independent.
DISCUSSION/SIGNIFICANCE: This research will provide new
insights into the increased prevalence and underlying etiology of
ASD that should pave the way for future research in the field.
DNA Methylation signatures can help create molecular biomarkers
which can be used together with behavioral clinical tests for diagnosis
of ASD.
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